
	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
0.GFP	  control n/a shGFP	  (#444) n/a n/a
0.GFP	  scrambled	  control n/a shSCR-‐GFP n/a n/a
0.IPTG	  scrambled	  control n/a shSCR-‐IPTG n/a n/a
0.Neo/G418	  scrambled	  control n/a shSCR-‐neo n/a n/a
0.Puro	  scrambled	  control n/a shSCR	  (#665) n/a n/a
ABCB5 NM_178559 sh295.5 5 GCGAGGAAAGACAGTAGCATT
ABCB5 NM_178559 sh295.4 4 CCACCCAATCTAAAGAGATAA
ABCB5 NM_178559 sh295.3 3 GCGGCATTATCGAGACCATAT
ABCB5 NM_178559 sh295.2 2 CCTCGAAGAAAGCACAGATTA
ABCB5 NM_178559 sh295.1 1 GCTGGAAAGATAGCAACTGAA
ABCB7 NM_004299 sh208.5 5 GCCATGAAGGATGTGGTCAAA
ABCB7 NM_004299 sh208.4 4 GCATTTATCTTGCTGGTCAAA
ABCB7 NM_004299 sh208.3 3 GCACAGAGATATGATGGATTT
ABCB7 NM_004299 sh208.2 2 CCTCATAGTATCTATTCAGAA
ABCB7 NM_004299 sh208.1 1 GCAGATAATGATGCAGGTAAT
ABCG2 NM_004827 sh104.5 5 CCTGCCAATTTCAAATGTAAT
ABCG2 NM_004827 sh104.4 4 GCTGTGGCATTAAACAGAGAA
ABCG2 NM_004827 sh104.3 3 CCTTCTTCGTTATGATGTTTA
ABCG2 NM_004827 sh104.2 2 GCAACAACTATGACGAATCAT
ABCG2 NM_004827 sh104.1 1 GCCTCGATATTCCATCTTCAA
ADAR NM_001111 sh349.5 5 GCATGGGTTTCACAGAGGTAA
ADAR NM_001111 sh349.4 4 GCAGGGTATGTTGACTTTGAA
ADAR NM_001111 sh349.3 3 GCTGTTAGAATATGCCCAGTT
ADAR NM_001111 sh349.2 2 CGGATACTACACCCATCCATT
ADAR NM_001111 sh349.1 1 GCCCACTGTTATCTTCACTTT
AIF1 NM_004208 sh265.5 5 CCTGGAAATAGACTCAGATTT
AIF1 NM_004208 sh265.4 4 GCCAAACTATTCAACATTCAT
AIF1 NM_004208 sh265.3 3 GCTCTCAAATAACCTATGAAA
AIF1 NM_004208 sh265.2 2 CCGAGAAAGGAAATATGGGAA
AIF1 NM_004208 sh265.1 1 CTGCGATTCAAACAGTGGAAT
AIF2 NM_032797 sh266.5 5 CATTTCTTACTCGGTGACTTT
AIF2 NM_032797 sh266.4 4 CGGGCAAGTTTAATGAGGTTT
AIF2 NM_032797 sh266.3 3 CAATGAGTATCGAGAGTACAT
AIF2 NM_032797 sh266.2 2 CAACATCGTCAACTCTGTGAA
AIF2 NM_032797 sh266.1 1 CCTGCCCTTCTCTCATCTTAT
AKT1 NM_005163 sh111.5 5 GGACTACCTGCACTCGGAGAA
AKT1 NM_005163 sh111.4 4 CTATGGCGCTGAGATTGTGTC
AKT1 NM_005163 sh111.3 3 CGAGTTTGAGTACCTGAAGCT
AKT1 NM_005163 sh111.2 2 GGACAAGGACGGGCACATTAA
AKT1 NM_005163 sh111.1 1 GCCACGCTACTTCCTCCTCAA
AKT2 NM_001626 sh040.5 5 CCTTAAACAACTTCTCCGTAG
AKT2 NM_001626 sh040.4 4 ACGGGCTAAAGTGACCATGAA
AKT2 NM_001626 sh040.3 3 CTTCGACTATCTCAAACTCCT
AKT2 NM_001626 sh040.2 2 CCCTTAAACAACTTCTCCGTA
AKT2 NM_001626 sh040.1 1 CGGGCTAAAGTGACCATGAAT
AKT3 NM_005465 sh094.5 5 AGAAACCTCAAGATGTGGATT
AKT3 NM_005465 sh094.4 4 GAAAGGGAAGAATGGACAGAA
AKT3 NM_005465 sh094.3 3 ACTGGCAAGATGTATATGATA
AKT3 NM_005465 sh094.2 2 GCCTCTACAACCCATCATAAA
AKT3 NM_005465 sh094.1 1 GCTGCTACTGTCTTACTATTA
ALDH16A1 NM_153329 sh428.5 5 GCTGCTCCACTACCATGCAAT
ALDH16A1 NM_153329 sh428.4 4 GCCATGTGGTATTTCGGATCA
ALDH16A1 NM_153329 sh428.3 3 CTCTCCAAGAACCTGAACTAT
ALDH16A1 NM_153329 sh428.2 2 CATGGGAGTAATTGGCCTCAT
ALDH16A1 NM_153329 sh428.1 1 CCTTGAGATGATGTGGAGGAT
ALDH18A1 NM_002860 sh427.5 5 GCATCTATTGTTGAGCAGGTA
ALDH18A1 NM_002860 sh427.4 4 CCTCAGTCGTACACATGGAAA
ALDH18A1 NM_002860 sh427.3 3 CGGAACCTCAATGGAACACTT
ALDH18A1 NM_002860 sh427.2 2 CCATTATTTGACCAGATCATT
ALDH18A1 NM_002860 sh427.1 1 GCCTTGTATGAGGCTATGTTT
ALDH1A1 NM_000689 sh421.5 5 CACCGATTTGAAGATTCAATA
ALDH1A1 NM_000689 sh421.4 4 CCATGAATATACAGAGGTCAA
ALDH1A1 NM_000689 sh421.3 3 CGGGCTAAGAAGTATATCCTT



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
ALDH1A1 NM_000689 sh421.2 2 GCTGATTTAATCGAAAGAGAT
ALDH1A1 NM_000689 sh421.1 1 GCCAAATCATTCCTTGGAATT
ALDH9A1 NM_000696 sh426.5 5 CCAGCATTAGCCTGTGGTAAT
ALDH9A1 NM_000696 sh426.4 4 GCTGCCAGGATAATAAGGGAA
ALDH9A1 NM_000696 sh426.3 3 GCTGCCAGGATAATAAGGGAA
ALDH9A1 NM_000696 sh426.2 2 CGTGCTTCATTAACAACTATA
ALDH9A1 NM_000696 sh426.1 1 CCCAAATTAAAGGATGGATAT
ALKBH2 NM_001001655 sh338.5 5 CATAAGGATTCCCGTGGGAAA
ALKBH2 NM_001001655 sh338.4 4 CCCAGGAAGCAGGCAACGTAT
ALKBH2 NM_001001655 sh338.3 3 AGTTGGAGAAAGAAGTAGAAT
ALKBH2 NM_001001655 sh338.2 2 CCACGGGAGCTTACTAATGAT
ALKBH2 NM_001001655 sh338.1 1 GTGCTCATCAACAGGTATAAA
ALKBH3 NM_139178 sh339.5 5 TGCCCAAAGAATACCACTCTA
ALKBH3 NM_139178 sh339.4 4 CTCTGCAATCTTTATCGCAAT
ALKBH3 NM_139178 sh339.3 3 GTCTGTTTGTATCCTGGCTTT
ALKBH3 NM_139178 sh339.2 2 CCGGCATCAGAGAGGATATAA
ALKBH3 NM_139178 sh339.1 1 CGCACACTAAAGAACCGCATT
ANXA1 NM_000700 sh414.5 5 GCATTCTATCAGAAGATGTAT
ANXA1 NM_000700 sh414.4 4 CCAGCGCAATTTGATGCTGAT
ANXA1 NM_000700 sh414.3 3 GCAACCATCATTGACATTCTA
ANXA1 NM_000700 sh414.2 2 GCATTCTATCAGAAGATGTAT
ANXA1 NM_000700 sh414.1 1 GCCTTGTATGAAGCAGGAGAA
ANXA2 NM_001002857 sh415.5 5 CGGGATGCTTTGAACATTGAA
ANXA2 NM_001002857 sh415.4 4 CTGTACTATTATATCCAGCAA
ANXA2 NM_001002857 sh415.3 3 CCAGAAAGTATTTGATAGGTA
ANXA2 NM_001002857 sh415.2 2 GCAGGAAATTAACAGAGTCTA
ANXA2 NM_001002857 sh415.1 1 CCTGCTTTCAACTGAATTGTT
APEX1 NM_080649 sh006.4 4 GCCGGGTGATTGTGGCTGAAT
APEX1 NM_080649 sh006.3 3 CCTGGATTAAGAAGAAAGGAT
APEX1 NM_080649 sh006.2 2 GCCTGGACTCTCTCATCAATA
APEX1 NM_080649 sh006.1 1 CAGAGAAATCTGCATTCTATT
APEX2 NM_014481 sh007.5 5 AGAAGGAGTTACGGACCTCAT
APEX2 NM_014481 sh007.4 4 GCTAGTCTTTAAGATGCGCTT
APEX2 NM_014481 sh007.3 3 GCCACCTTCTGTAAGGACAAT
APEX2 NM_014481 sh007.2 2 CCTACCCTTCTCTTCCTCTTT
APEX2 NM_014481 sh007.1 1 GCTTCTATCGTTTGCTGCAAA
APTX NM_017692 sh229.5 5 GCTGGTTATACATTTCTGTTT
APTX NM_017692 sh229.4 4 CGTTACCATTGGCTGGTCTTA
APTX NM_017692 sh229.3 3 GTGGTGGTGATAAAGGATAAA
APTX NM_017692 sh229.2 2 GCTGTGATCGAGATGGTACAA
APTX NM_017692 sh229.1 1 CCGAGTATGAGCCATGTACAT
ASCIZ NM_015251 sh186.5 5 GAAGTTATCCAACAAGACCAT
ASCIZ NM_015251 sh186.4 4 CTCTTACAACACCACCGAGAT
ASCIZ NM_015251 sh186.3 3 CCAGTGGGATAGAAAGTCCAA
ASCIZ NM_015251 sh186.2 2 GCAACGAAACTCAGACAGCAA
ASCIZ NM_015251 sh186.1 1 CGGACTTCTTACTCGCAGATA
ATG5 NM_004849 sh110.5 5 CCTTTCATTCAGAAGCTGTTT
ATG5 NM_004849 sh110.4 4 GATTCATGGAATTGAGCCAAT
ATG5 NM_004849 sh110.3 3 GCAGAACCATACTATTTGCTT
ATG5 NM_004849 sh110.2 2 CCTGAACAGAATCATCCTTAA
ATG5 NM_004849 sh110.1 1 CCAGATATTCTGGAATGGAAA
ATG7 NM_006395 sh136.5 5 CCAAGGTCAAAGGACGAAGAT
ATG7 NM_006395 sh136.4 4 CCCAGCTATTGGAACACTGTA
ATG7 NM_006395 sh136.3 3 GCTTTGGGATTTGACACATTT
ATG7 NM_006395 sh136.2 2 CCAGAGAGTTTACCTCTCATT
ATG7 NM_006395 sh136.1 1 GCCTGCTGAGGAGCTCTCCAT
ATM NM_000051 sh236.10 10 GCTAGAATAATTCATGCTGTT
ATM NM_000051 sh236.09 9 GCCTCCAATTCTTCACAGTAA
ATM NM_000051 sh236.08 8 CCTGAAACTTTGGATGAAATT
ATM NM_000051 sh236.07 7 CCTTTCATTCAGCCTTTAGAA
ATM NM_000051 sh236.06 6 CGTGTCTTAATGAGACTACAA
ATM NM_000051 sh236.05 5 GCACTGAAAGAGGATCGTAAA
ATM NM_000051 sh236.04 4 GCCATAATTCAGGGTAGTTTA
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ATM NM_000051 sh236.03 3 GCCGTCAACTAGAACATGATA
ATM NM_000051 sh236.02 2 CCTGCCAACATACTTTAAGTA
ATM NM_000051 sh236.01 1 TGATGGTCTTAAGGAACATCT
ATP13A2 NM_022089 sh196.5 5 GCCTCTGAATGAGATTGTAAT
ATP13A2 NM_022089 sh196.4 4 CGTTATCGAAATAAGAGACAA
ATP13A2 NM_022089 sh196.3 3 CCTGATCCTCTACACGATCAA
ATP13A2 NM_022089 sh196.2 2 CCTGACGATAGGGACATCAAT
ATP13A2 NM_022089 sh196.1 1 GCCCATCAACTTCAAGTTCTA
ATR NM_001184 sh239.8 8 GCTGATTATTTACAACCCAAA
ATR NM_001184 sh239.7 7 GCCAAAGTATTTCTAGCCTAT
ATR NM_001184 sh239.6 6 GCCGCTAATCTTCTAACATTA
ATR NM_001184 sh239.5 5 CCGGATACTTACAGATGTAAA
ATR NM_001184 sh239.4 4 CTGTGGTTGTATCTGTTCAAT
ATR NM_001184 sh239.3 3 AATGCATTTGGTATGAATCTG
ATR NM_001184 sh239.2 2 AATGGAGTAAACCAGTGAAA
ATR NM_001184 sh239.1 1 AAAGAGGCTCCTACCAACGA
ATRIP NM_032166 sh402.5 5 TCTGAGAGGTGACTCCATAAA
ATRIP NM_032166 sh402.4 4 GACCAGTGAACGAGCAAATAA
ATRIP NM_032166 sh402.3 3 GTGGGCAGAGAGGATAGTAAG
ATRIP NM_032166 sh402.2 2 GAGCAGTCGTCTCCCTATTAC
ATRIP NM_032166 sh402.1 1 GGACGTGTCCAGTGATCATAA
B4GALT7 NM_007255 sh330.5 5 CTCAACGAGGAGCTGGACTAT
B4GALT7 NM_007255 sh330.4 4 CACTGTCCTCAACATCATGTT
B4GALT7 NM_007255 sh330.3 3 CTCGGGAATCACAACTGGGTA
B4GALT7 NM_007255 sh330.2 2 CCACCCTCTCTACCACTACAAC
B4GALT7 NM_007255 sh330.1 1 CTGAACACTGTGAAGTACCAT
BAT3 NM_004639 sh325.5 5 CCTATTATCCAGCAGGACATT
BAT3 NM_004639 sh325.4 4 CAGTGAAAGTATTGCTGCCT
BAT3 NM_004639 sh325.3 3 CCTTGGACTCTCAAACTCGTA
BAT3 NM_004639 sh325.2 2 GCCATTCCCATACAGATCAAT
BAT3 NM_004639 sh325.1 1 GCTGTTATCAATGGCCGAATT
BAX NM_004324 sh441.5 5 TCATCAGATGTGGTCTATAAT
BAX NM_004324 sh441.4 4 GCCGGAACTGATCAGAACCAT
BAX NM_004324 sh441.3 3 GCCCACCAGCTCTGAGCAGAT
BAX NM_004324 sh441.2 2 GATGTGGTCTATAATGCGTTT
BAX NM_004324 sh441.1 1 GCCTCAGGATGCGTCCACCAA
BBC3	  (PUMA) NM_014417 sh175.5 5 ACGGTCCTCAGCCCTCGCTCT
BBC3	  (PUMA) NM_014417 sh175.4 4 GAGGGTCCTGTACAATCTCAT
BBC3	  (PUMA) NM_014417 sh175.3 3 CGACCTCAACGCACAGTACGA
BBC3	  (PUMA) NM_014417 sh175.2 2 GTACAATCTCATCATGGGACT
BBC3	  (PUMA) NM_014417 sh175.1 1 CGTGAAGAGCAAATGAGCCAA
BCL2L11 NM_138621 sh030.4 4 AGCCGAAGACCACCCACGAAT
BCL2L11 NM_138621 sh030.3 3 ACGAATGGTTATCTTACGACT
BCL2L11 NM_138621 sh030.2 2 GTCTCGATCCTCCAGTGGGTA
BCL2L11 NM_138621 sh030.1 1 ATGGTTATCTTACGACTGTTA
BECN1 NM_003766 sh087.5 5 GCTTGGGTGTCCTCACAATTT
BECN1 NM_003766 sh087.4 4 CTCAAGTTCATGCTGACGAAT
BECN1 NM_003766 sh087.3 3 GCCAGGATGATGTCCACAGAA
BECN1 NM_003766 sh087.2 2 CCGACTTGTTCCTTACGGAAA
BECN1 NM_003766 sh087.1 1 CCCGTGGAATGGAATGAGATT
BID NM_001196 sh437.5 5 CAGGGATGAGTGCATCACAAA
BID NM_001196 sh437.4 4 CCTCCAAAGCTGTTCTGACAA
BID NM_001196 sh437.3 3 GTGAGGAGCTTAGCCAGAAAT
BID NM_001196 sh437.2 2 TGGGAAGAATAGAGGCAGATT
BID NM_001196 sh437.1 1 CTTTCACACAACAGTGAATTT
BID NM_001196 sh054.5 5 CAGGGATGAGTGCATCACAAA
BID NM_001196 sh054.4 4 GTGAGGAGCTTAGCCAGAAAT
BID NM_001196 sh054.3 3 TGGGAAGAATAGAGGCAGATT
BID NM_001196 sh054.2 2 CTTTCACACAACAGTGAATTT
BID NM_001196 sh054.1 1 CCTCCAAAGCTGTTCTGACAA
BIM	  (BCL2L11) NM_138621 sh442.5 5 AGCCGAAGACCACCCACGAAT
BIM	  (BCL2L11) NM_138621 sh442.4 4 ACGAATGGTTATCTTACGACT
BIM	  (BCL2L11) NM_138621 sh442.3 3 GTCTCGATCCTCCAGTGGGTA
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BIM	  (BCL2L11) NM_138621 sh442.2 2 ATGGTTATCTTACGACTGTTA
BIM	  (BCL2L11) NM_138621 sh442.1 1 TACGACTGTTACGTTACATTG
BLM NM_000057 sh013.5 5 CGAAGGAAGTTGTATGCACTA
BLM NM_000057 sh013.4 4 GCTACATATCTGACAGGTGAT
BLM NM_000057 sh013.3 3 CGCTTATGTGATGCTCGGAAA
BLM NM_000057 sh013.2 2 CCATCAATGATTGGGATGATA
BLM NM_000057 sh013.1 1 GCCTTTATTCAATACCCATTT
BMI1 NM_005180 sh407.5 5 CCAGAACAGATTGGATCGGAA
BMI1 NM_005180 sh407.4 4 CGGAAAGTAAACAAAGACAAA
BMI1 NM_005180 sh407.3 3 CCTAATACTTTCCAGATTGAT
BMI1 NM_005180 sh407.2 2 CCAGACCACTACTGAATATAA
BMI1 NM_005180 sh407.1 1 CCTACATTTATACCTGGAGAA
BRCA1 NM_007294 sh139.5 5 GCCTACAAGAAAGTACGAGAT
BRCA1 NM_007294 sh139.4 4 CCCTTCTAAATGCCCATCATT
BRCA1 NM_007294 sh139.3 3 CCCACCTAATTGTACTGAATT
BRCA1 NM_007294 sh139.2 2 GCCCACCTAATTGTACTGAAT
BRCA1 NM_007294 sh139.1 1 CCCTAAGTTTACTTCTCTAAA
BRCA2 NM_000059 sh022.5 5 GCCTTGAATAATCACAGGCAA
BRCA2 NM_000059 sh022.4 4 CCTCTGAAAGTGGACTGGAAA
BRCA2 NM_000059 sh022.3 3 GCGTTTCTAAACATTGCATAA
BRCA2 NM_000059 sh022.2 2 GCAGCCATTAAATTGTCCATA
BRCA2 NM_000059 sh022.1 1 CGCTTAACCTTTCCAGTTTAT
BTBD12 NM_032444 sh391.5 5 GCATTTGAGTCTGCAGGTGAA
BTBD12 NM_032444 sh391.4 4 GCTGGAGCTAGAACAAACCAA
BTBD12 NM_032444 sh391.3 3 CAAAGGTGCTAATCGGAAGAA
BTBD12 NM_032444 sh391.2 2 CCAGGAACTCTTGAGGTCAAT
BTBD12 NM_032444 sh391.1 1 GCTGTGCCATCAAAGCAGAAA
BUB1 NM_004336 sh244.4 4 CCTGGGTCAGAGTATAGATAT
BUB1 NM_004336 sh244.3 3 CCAAGCAGAATGGATGCAGAT
BUB1 NM_004336 sh244.2 2 CATGGAACTACCAGATCGATT
BUB1 NM_004336 sh244.1 1 TACAACAGTGACCTCCATCAA
BUB1B NM_001211 sh355.5 5 CCTCAGAAAGCATCACCTCAA
BUB1B NM_001211 sh355.4 4 GAGACAACTAAACTGCAAATT
BUB1B NM_001211 sh355.3 3 CCAGTGTACCTTTCTCCATTT
BUB1B NM_001211 sh355.2 2 GCGTTTATGCAATGAGCCTTT
BUB1B NM_001211 sh355.1 1 CTGAAACTGTATGTGCTGTAA
BUB1B NM_001211 sh247.1 1 CTGAAACTGTATGTGCTGTAA
C20orf114 NM_033197 sh433.5 5 TCTGCAGCTTCCCTGACAATG
C20orf114 NM_033197 sh433.4 4 CGAACCAGAATGGCAAATTAA
C20orf114 NM_033197 sh433.3 3 GCTGAAGGTCATCACAGCTAA
C20orf114 NM_033197 sh433.2 2 GAAGGTCATCACAGCTAACAT
C20orf114 NM_033197 sh433.1 1 CTTGAATAACATCAGCTCTGA
C2orf13 NM_173545 sh035.4 4 GTTGGGCAACCCAATGAGTAT
C2orf13 NM_173545 sh035.3 3 CCCGTGATTAATTTACCTCAT
C2orf13 NM_173545 sh035.2 2 CATCCTGGTGATAGTGATTAT
C2orf13 NM_173545 sh035.1 1 CAAAGATAAATCCCAGCTAAA
C5orf39 NM_001014279 sh423.5 5 CCCTTATGTTTCTTTCTTGTT
C5orf39 NM_001014279 sh423.4 4 GCTGTGATTTGGGACTGCTTT
C5orf39 NM_001014279 sh423.3 3 CCAAACGTCTCCACCTAGAAA
C5orf39 NM_001014279 sh423.2 2 CCTATTGTGAGTTCAGAAGAT
C5orf39 NM_001014279 sh423.1 1 CGTCGCTTATTACTTTCAGTT
CASP3 NM_004346 sh078.5 5 GTGGAATTGATGCGTGATGTT
CASP3 NM_004346 sh078.4 4 CTAAAGGTGGTGAGGCAATAA
CASP3 NM_004346 sh078.3 3 CCGAAAGGTGGCAACAGAATT
CASP3 NM_004346 sh078.2 2 CCTGAGATGGGTTTATGTATA
CASP3 NM_004346 sh078.1 1 GCGAATCAATGGACTCTGGAA
CASP7 NM_001227 sh041.5 5 GTAATCACTAATGCTCAACAA
CASP7 NM_001227 sh041.4 4 GCTGACTTCCTCTTCGCCTAT
CASP7 NM_001227 sh041.3 3 GCCTGCATCCTCTTAAGCCAT
CASP7 NM_001227 sh041.2 2 CCTCGTTTGTACCGTCCCTCT
CASP7 NM_001227 sh041.1 1 AGGATTTGACAGCCCACTTTA
CASP8 NM_001228 sh240.5 5 GCCTTGATGTTATTCCAGAGA
CASP8 NM_001228 sh240.4 4 TCACAGCATTAGGGACAGGAA
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CASP8 NM_001228 sh240.3 3 CCTGGCCGATGGTACTATTTA
CASP8 NM_001228 sh240.2 2 GACATGAACCTGCTGGATATT
CASP8 NM_001228 sh240.1 1 GAATCACAGACTTTGGACAAA
CASP9 NM_001229 sh42.5 5 CCACTGCCTCATTATCAACAA
CASP9 NM_001229 sh42.4 4 GATGCCTGGTTGCTTTAATTT
CASP9 NM_001229 sh42.3 3 CCTTTGTTCATCTCCTGCTTA
CASP9 NM_001229 sh42.2 2 CAGCTTCCAGATTGACGACAA
CASP9 NM_001229 sh42.1 1 CTTTGTGTCCTACTCTACTTT
CAV1 NM_001753 sh044.5 5 GACCCACTCTTTGAAGCTGTT
CAV1 NM_001753 sh044.4 4 GACGTGGTCAAGATTGACTTT
CAV1 NM_001753 sh044.3 3 GACCCTAAACACCTCAACGAT
CAV1 NM_001753 sh044.2 2 CCACCTTCACTGTGACGAAAT
CAV1 NM_001753 sh044.1 1 GCTTTGTGATTCAATCTGTAA
CCNH NM_001239 sh368.5 5 CGACCTGGTAGAATCTCTCTA
CCNH NM_001239 sh368.4 4 CTTCCGAATGATCCAGTCTTT
CCNH NM_001239 sh368.3 3 CGCTATCCCATATTGGAGAAT
CCNH NM_001239 sh368.2 2 CCAGGATAATAATGCTCACTT
CCNH NM_001239 sh368.1 1 GCAACTTAATTTCCACCTTAT
CD276 NM_001024736 sh435.5 5 GCTTGTTTGATGTGCACAGCA
CD276 NM_001024736 sh435.4 4 CTCTGAAACACTCTGACAGCA
CD276 NM_001024736 sh435.3 3 CTAGCCTTAATACTGGCCTTT
CD276 NM_001024736 sh435.2 2 CTGAAACACTCTGACAGCAAA
CD276 NM_001024736 sh435.1 1 CAAAGAAGATGATGGACAAGA
CD276 NM_001024736 sh296.5 5 CTGAAACACTCTGACAGCAAA
CD276 NM_001024736 sh296.4 4 CTAGCCTTAATACTGGCCTTT
CD276 NM_001024736 sh296.3 3 CAAAGAAGATGATGGACAAGA
CD276 NM_001024736 sh296.2 2 CTCTGAAACACTCTGACAGCA
CD276 NM_001024736 sh296.1 1 GCTTGTTTGATGTGCACAGCA
CD38 NM_001775 sh285.5 5 CCTCACATGGTGTGGTGAATT
CD38 NM_001775 sh285.4 4 CTGAGGATTCATCTTGCACAT
CD38 NM_001775 sh285.3 3 CCAAAGTGTATGGGATGCTTT
CD38 NM_001775 sh285.2 2 CCAGAGAAGGTTCAGACACTA
CD38 NM_001775 sh285.1 1 GCATACCTTTATTGTGATCTA
CDH1 NM_004360 sh324.5 5 ATACCAGAACCTCGAACTATA
CDH1 NM_004360 sh324.4 4 CCAACCCAAGAATCTATCAT
CDH1 NM_004360 sh324.3 3 CGATTCAAAGTGGGCACAGAT
CDH1 NM_004360 sh324.2 2 CCAAGCAGAATTGCTCACATT
CDH1 NM_004360 sh324.1 1 CCAGTGAACAACGATGGCATT
CDK7 NM_001799 sh367.5 5 CATTTAAGAGTTTCCCTGGAA
CDK7 NM_001799 sh367.4 4 GTGGGCTGTTGGCTGTATATT
CDK7 NM_001799 sh367.3 3 TCAGAAGCTAAAGATGGTATA
CDK7 NM_001799 sh367.2 2 GCAGGAGACGACTTACTAGAT
CDK7 NM_001799 sh367.1 1 GCTGTAGAAGTGAGTTTGTAA
CDKN1A NM_000389 sh020.5 5 GTCACTGTCTTGTACCCTTGT
CDKN1A NM_000389 sh020.4 4 GACAGATTTCTACCACTCCAA
CDKN1A NM_000389 sh020.3 3 GAGCGATGGAACTTCGACTTT
CDKN1A NM_000389 sh020.2 2 GCTGATCTTCTCCAAGAGGAA
CDKN1A NM_000389 sh020.1 1 CGCTCTACATCTTCTGCCTTA
CDKN1B NM_004064 sh088.5 5 CAGCGCAAGTGGAATTTCGAT
CDKN1B NM_004064 sh088.4 4 CCTCAGAAGACGTCAAACGTA
CDKN1B NM_004064 sh088.3 3 GCGCAAGTGGAATTTCGATTT
CDKN1B NM_004064 sh088.2 2 CCGACGATTCTTCTACTCAAA
CDKN1B NM_004064 sh088.1 1 GTAGGATAAGTGAAATGGATA
CDKN1C NM_000076 sh017.5 5 CCGCTGGGATTACGACTTCCA
CDKN1C NM_000076 sh017.4 4 GATCTCCGATTTCTTCGCCAA
CDKN1C NM_000076 sh017.3 3 CGTGGGACCTTCCCAGTACTA
CDKN1C NM_000076 sh017.2 2 GCCTCTGATCTCCGATTTCTT
CDKN1C NM_000076 sh017.1 1 ATTCTGCACGAGAAGGTACAC
CDKN2A NM_058197 sh231.11 11 CCGATTGAAAGAACCAGAGA
CDKN2A NM_058197 sh231.10 10 GCTCTGAGAAACCTCGGGAA
CDKN2A NM_058197 sh231.09 9 ATCAGTCACCGAAGGTCCTA
CDKN2A NM_058197 sh231.08 8 CCTCGGGAAACTTAGATCAT
CDKN2A NM_058197 sh231.07 7 CACTACCGTAAATGTCCATT
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CDKN2A NM_058197 sh231.06 6 CCCTAAGCGCACATTCATGT
CDKN2A NM_058197 sh231.05 5 GCGACTCTGGAGGACGAAGTT
CDKN2A NM_058197 sh231.04 4 GAATCAGGTAGCGCTTCGATT
CDKN2A NM_058197 sh231.03 3 TGGGAAACCAAGGAAGAGGAA
CDKN2A NM_058197 sh231.02 2 GCGCTGCCCAACGCACCGAAT
CDKN2A NM_058197 sh231.01 1 CGCACATTCATGTGGGCATTT
CDKN2B NM_078487 sh267.4 4 GCGCGGATCCCAACGGAGTCA
CDKN2B NM_078487 sh267.3 3 ACGGAGTCAACCGTTTCGGGA
CDKN2B NM_078487 sh267.2 2 CCCAACGGAGTCAACCGTTTC
CDKN2B NM_078487 sh267.1 1 ACTAGTGGAGAAGGTGCGACA
CDKN2C NM_001262 sh233.5 5 TGGACACTTTACAGACTTTGC
CDKN2C NM_001262 sh233.4 4 TGGATTTGGAAGGACTGCGCT
CDKN2C NM_001262 sh233.3 3 CTATGGGAGGAATGAGGTTGT
CDKN2C NM_001262 sh233.2 2 ACTGGTTTCGCTGTCATTCAT
CDKN2C NM_001262 sh233.1 1 CCCACGTTGCCTCTACTTTAT
CDKN2D NM_079421 sh268.4 4 CGCCCTCAACCGCTTCGGCAA
CDKN2D NM_079421 sh268.3 3 GCGCTGCAGGTCATGATGTTT
CDKN2D NM_079421 sh268.2 2 GCTGATGTCAACGTGCCTGAT
CDKN2D NM_079421 sh268.1 1 CCAATCCATCTGGCAGTTCAA
CETN2 NM_004344 sh358.5 5 ACTGGCACCATAGATGTTAAA
CETN2 NM_004344 sh358.4 4 CCTAAGCCTGAGCTTACTGAA
CETN2 NM_004344 sh358.3 3 CTGGGCTTTGAACCCAAGAAA
CETN2 NM_004344 sh358.2 2 CCTGAGCTTACTGAAGAGCAA
CETN2 NM_004344 sh358.1 1 GAACCCAAGAAAGAAGAAATT
CFLAR	  (C-‐FLIP) NM_003879 sh440.5 5 CACTCTGAGAAAGAAACTTAT
CFLAR	  (C-‐FLIP) NM_003879 sh440.4 4 GCATCACATCAGGAGGATGTT
CFLAR	  (C-‐FLIP) NM_003879 sh440.3 3 GCTCCATAATGGGAGAAGTAA
CFLAR	  (C-‐FLIP) NM_003879 sh440.2 2 CCTCACCTTGTTTCGGACTAT
CFLAR	  (C-‐FLIP) NM_003879 sh440.1 1 CACCTGTAATCCCAGCACTTT
CHAF1A NM_005483 sh388.5 5 CGGCAATGTGAACGGGAGCAA
CHAF1A NM_005483 sh388.4 4 GACATAGACTTTAGACCGAAA
CHAF1A NM_005483 sh388.3 3 CCTCCGCAGAATAACTAAGAA
CHAF1A NM_005483 sh388.2 2 CCACCCGGAATGCAGATATTT
CHAF1A NM_005483 sh388.1 1 CCGACTCAATTCCTGTGTAAA
CHEK1 NM_001274 sh048.5 5 CAAATCTTATCAATGCCTGAA
CHEK1 NM_001274 sh048.4 4 GCCCACATGTCCTGATCATAT
CHEK1 NM_001274 sh048.3 3 GTTGTATGAATCAGGTTACTA
CHEK1 NM_001274 sh048.2 2 CTAAGCACATTCAATCCAATT
CHEK1 NM_001274 sh048.1 1 GCAACAGTATTTCGGTATAAT
CHEK2 NM_007194 sh142.5 5 GCTCTCAATGTTGAAACAGAA
CHEK2 NM_007194 sh142.4 4 GCCAATCTTGAATGTGTGAAT
CHEK2 NM_007194 sh142.3 3 CGCCGTCCTTTGAATAACAAT
CHEK2 NM_007194 sh142.2 2 CGTGACTTAAAGCCAGAGAAT
CHEK2 NM_007194 sh142.1 1 CTCCGTGGTTTGAACACGAAC
CHFR NM_018223 sh171.5 5 GCAGCCTTTCTGCCACCTGTA
CHFR NM_018223 sh171.4 4 GCATACCTCTATGAATCTTTA
CHFR NM_018223 sh171.3 3 GCAGTGAAGAAGATGTGCAAA
CHFR NM_018223 sh171.2 2 CGCCATGAAATTCAATCATAT
CHFR NM_018223 sh171.1 1 CCTGTTATCCTTGTTTGTAAA
CHRM3 NM_000740 sh328.5 5 GCAAAGCATGAAACGCTCCAA
CHRM3 NM_000740 sh328.4 4 AGACCAGAAGTCAGATCACTA
CHRM3 NM_000740 sh328.3 3 CCGAGCCAAACGAACAACAAA
CHRM3 NM_000740 sh328.2 2 CCTGTCACCATTATGACTATT
CHRM3 NM_000740 sh328.1 1 CCTGGTAATTGTGTCATTTAA
CHUK NM_001278 sh039.5 5 GCGTGCCATTGATCTATATAA
CHUK NM_001278 sh039.4 4 GCAAATGAGGAACAGGGCAAT
CHUK NM_001278 sh039.3 3 CCAGCCTCTCAATGTGTTCTA
CHUK NM_001278 sh039.2 2 CCAGATTATGAAGAAGTTGAA
CHUK NM_001278 sh039.1 1 GCATCATAAGGAGTTGGTGTA
CLIC1 NM_001288 sh315.5 5 CTTCAATGTTACCACCGTTGA
CLIC1 NM_001288 sh315.4 4 GTGGATGAAACCAGTGCTGAA
CLIC1 NM_001288 sh315.3 3 GACACCAACAAGATTGAGGAA
CLIC1 NM_001288 sh315.2 2 CCTGTTGCCAAAGTTACACAT
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CLIC1 NM_001288 sh315.1 1 GCTGGACATATTTGCCAAATT
CLIC4 NM_013943 sh316.5 5 CCCAGTGATAAGGAGGTTGAA
CLIC4 NM_013943 sh316.4 4 GATGGCAATGAAATGACATTA
CLIC4 NM_013943 sh316.3 3 GCATATAGTGATGTAGCCAAA
CLIC4 NM_013943 sh316.2 2 CCCACCATTTATAACTTTCAA
CLIC4 NM_013943 sh316.1 1 GCCGTAATGTTGAACAGAATT
CLOCK NM_004898 sh292.5 5 CGTTCAACTTTCTTCTGGAAA
CLOCK NM_004898 sh292.4 4 GCCAAGATTCTGGGTCAGATA
CLOCK NM_004898 sh292.3 3 GCGAGGAACAATAGACCCAAA
CLOCK NM_004898 sh292.2 2 CGCACACATAGGCCATCTTAT
CLOCK NM_004898 sh292.1 1 CGACGAGAACTTGGCATTGAA
CSPG4 NM_001897 sh294.5 5 GACTTCATCTATGTGGACATA
CSPG4 NM_001897 sh294.4 4 CAACATGTTCAGCGTCATCAT
CSPG4 NM_001897 sh294.3 3 CTTTGCCACTGAGCCTTACAA
CSPG4 NM_001897 sh294.2 2 CATCACGGTGAGGGATGTAAA
CSPG4 NM_001897 sh294.1 1 CAATGCATCAGCCGTAGTGAA
CUL4A NM_003589 sh375.5 5 CCAGAATATCTTAACCATGTA
CUL4A NM_003589 sh375.4 4 GCAGAACTGATCGCAAAGCAT
CUL4A NM_003589 sh375.3 3 GCCAAAGGTTAATGCAGGAAA
CUL4A NM_003589 sh375.2 2 GCAGGTGTATAAAGATTCATT
CUL4A NM_003589 sh375.1 1 CCATGATATGTGGTCTAAGAA
DCLRE1A NM_014881 sh392.5 5 GCATCATCAAGGATAACTGAA
DCLRE1A NM_014881 sh392.4 4 CGGCTTTACAGTTGATGCCTT
DCLRE1A NM_014881 sh392.3 3 GCAGGTTGTCAGACTTCTGTT
DCLRE1A NM_014881 sh392.2 2 CGAGGATTCAGTAGTAGTTAA
DCLRE1A NM_014881 sh392.1 1 CCCAAAGATACGTCCAGTTTA
DCLRE1B NM_022836 sh393.5 5 CAGATCTCTATAGCAAAGAAT
DCLRE1B NM_022836 sh393.4 4 CCCACAACATAACATAAAGAT
DCLRE1B NM_022836 sh393.3 3 GCTGTTAGAAAGGAGGCTAAA
DCLRE1B NM_022836 sh393.2 2 GCATCCATGCAGTAGACCATA
DCLRE1B NM_022836 sh393.1 1 GCAGTGAAGAAGATTCCATTT
DCLRE1C NM_022487 sh121.5 5 CGTTTCACAAACTTTGTAGAT
DCLRE1C NM_022487 sh121.4 4 CCAGTGGGAAGTATTCTTTAA
DCLRE1C NM_022487 sh121.3 3 CTGTGGAATTACTTCCAGAAA
DCLRE1C NM_022487 sh121.2 2 GCAGAGATAAAGATGTGACAA
DCLRE1C NM_022487 sh121.1 1 GCACAGAGATGACAGTCAATA
DDB1 NM_001923 sh056.5 5 CCTATCACAATGGTGACAAAT
DDB1 NM_001923 sh056.4 4 CGTGTACTCTATGGTGGAATT
DDB1 NM_001923 sh056.3 3 CGACCGTAAGAAGGTGACTTT
DDB1 NM_001923 sh056.2 2 CGACTCAATAAAGTCATCAAA
DDB1 NM_001923 sh056.1 1 CCTTGATTGGTGTTGCCAGTT
DDB2 NM_000107 sh028.5 5 GACACCATCAACATCTGGTTT
DDB2 NM_000107 sh028.4 4 TCTGGATTCTTACCGGATATT
DDB2 NM_000107 sh028.3 3 GCTGAAGTTTAACCCTCTCAA
DDB2 NM_000107 sh028.2 2 CCTCGCTACAACCTCATTGTT
DDB2 NM_000107 sh028.1 1 GCAGAGGTGGTGATTTGTTAA
DHX15 NM_001358 sh038.5 5 GCTTCAACAAATGCTATGCTT
DHX15 NM_001358 sh038.4 4 TGTAAGAGAATAAAGCGTGAA
DHX15 NM_001358 sh038.3 3 TGGGAATACAAGGATAGGTTT
DHX15 NM_001358 sh038.2 2 ACTGTTCTAATGAGGTCCTAT
DHX15 NM_001358 sh038.1 1 GTTGGTTCGATAATGGCCTTT
DHX9 NM_001357 sh411.5 5 TCGAGGAATCAGTCATGTAAT
DHX9 NM_001357 sh411.4 4 AGACTTAATATGGCTACACTAC
DHX9 NM_001357 sh411.3 3 GAAGGATTACTACTCAAGAAA
DHX9 NM_001357 sh411.2 2 CCAGAAGAATCAGTGCGGTTT
DHX9 NM_001357 sh411.1 1 GGCTTTCGTTTAATACAATAG
DICER1 NM_030621 sh010.5 5 GCTGGCTGTAAAGTACGACTA
DICER1 NM_030621 sh010.4 4 GCCAAGGAAATCAGCTAAATT
DICER1 NM_030621 sh010.3 3 CCACACATCTTCAAGACTTAA
DICER1 NM_030621 sh010.2 2 CGGGAGAATTTCAACAGCCAA
DICER1 NM_030621 sh010.1 1 GCTCGAAATCTTACGCAAATA
DMC1 NM_007068 sh149.5 5 CGGGAGCCAGGAATTTGATAA
DMC1 NM_007068 sh149.4 4 GCAGTGGCATGTGCTTGTAAT
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DMC1 NM_007068 sh149.3 3 CGCAATAACTGCTGGAGGAAT
DMC1 NM_007068 sh149.2 2 GCAAATTGCTTCTTAGTGCTT
DMC1 NM_007068 sh149.1 1 CTCATGCTTCAACAACAAGAA
DR4	  (TNFRSF10A) NM_003844 sh439.5 5 GATGCTGTTCTTTGACAAGTT
DR4	  (TNFRSF10A) NM_003844 sh439.4 4 CTCTGGAAAGTTCATCTACTT
DR4	  (TNFRSF10A) NM_003844 sh439.3 3 GCTTGTAAATCAGATGAAGAA
DR4	  (TNFRSF10A) NM_003844 sh439.2 2 GCACACAGCAATGGGAACATA
DR4	  (TNFRSF10A) NM_003844 sh439.1 1 CTTAGGTGTTAGGAGTTAATA
DR5	  (TNFRSF10B) NM_003842 sh438.5 5 GCAGAAGATTGAGGACCACTT
DR5	  (TNFRSF10B) NM_003842 sh438.4 4 CTCACTGGAATGACCTCCTTT
DR5	  (TNFRSF10B) NM_003842 sh438.3 3 GCTGAGGACAATGTCCTCAAT
DR5	  (TNFRSF10B) NM_003842 sh438.2 2 CCACAAAGAATCAGGTACAAA
DR5	  (TNFRSF10B) NM_003842 sh438.1 1 GCAGTCTCATTTGCACCCATA
DUT NM_001948 sh385.5 5 GCTGGTGTCATAGATGAAGAT
DUT NM_001948 sh385.4 4 TGGTTCCACTGGAAAGAATTA
DUT NM_001948 sh385.3 3 GCGCTCCCTTCTGGGTGTTAT
DUT NM_001948 sh385.2 2 CCAGAAATAGAAGAAGTTCAA
DUT NM_001948 sh385.1 1 AGTGCCTATGATTACACAATA
DYNLL1 NM_003746 sh422.5 5 TCTTCTGTTCAAATCTGGTTA
DYNLL1 NM_003746 sh422.4 4 GCGCTGGAGAAATACAACATA
DYNLL1 NM_003746 sh422.3 3 GTGGCCATTCTTCTGTTCAAA
DYNLL1 NM_003746 sh422.2 2 AGAAGGACATTGCGGCTCATA
DYNLL1 NM_003746 sh422.1 1 CGGTAGTTATGTGACACATGA
E2F1 NM_005225 sh103.5 5 CCTGAGGAGTTCATCAGCCTT
E2F1 NM_005225 sh103.4 4 ACCTGATGAATATCTGTACTA
E2F1 NM_005225 sh103.3 3 CGTGGACTCTTCGGAGAACTT
E2F1 NM_005225 sh103.2 2 CGCTATGAGACCTCACTGAAT
E2F1 NM_005225 sh103.1 1 CAGGATGGATATGAGATGGGA
EAF1 NM_033083 sh453.5 5 GAACACCCTCAGAAATGACTT
EAF1 NM_033083 sh453.4 4 GCATCTATAGACACTTCCTGT
EAF1 NM_033083 sh453.3 3 CTTCGGGAAGTGATGACGATA
EAF1 NM_033083 sh453.2 2 GCCCTGGTCTAAGTTACTCAA
EAF1 NM_033083 sh453.1 1 CCCTGGTCTAAGTTACTCAAA
EAF2 NM_018456 sh448.5 5 GCTATGACTTCAAACCTGCTT
EAF2 NM_018456 sh448.4 4 GTGACCATAACTCTGCCAAAT
EAF2 NM_018456 sh448.3 3 GCAAATCCTCTACTTCTGATA
EAF2 NM_018456 sh448.2 2 CTGGAGAATGTCGGCTAGAAA
EAF2 NM_018456 sh448.1 1 CCTGATATAGATGCCAGTCAT
EAF2 NM_018456 sh190.5 5 GCTATGACTTCAAACCTGCTT
EAF2 NM_018456 sh190.4 4 GTGACCATAACTCTGCCAAAT
EAF2 NM_018456 sh190.3 3 GCAAATCCTCTACTTCTGATA
EAF2 NM_018456 sh190.2 2 CTGGAGAATGTCGGCTAGAAA
EAF2 NM_018456 sh190.1 1 CCTGATATAGATGCCAGTCAT
EDA2R NM_021783 sh197.5 5 CTGCAGTTTGAGGCTGATAAA
EDA2R NM_021783 sh197.4 4 TGTGCTGTCATCAATCGTGTT
EDA2R NM_021783 sh197.3 3 CAAGTGAGTGAGAACATCTTT
EDA2R NM_021783 sh197.2 2 GCTATCCAAGGATTGTGGTTA
EDA2R NM_021783 sh197.1 1 CCTCTACTGCAAGCAGTTCTT
EDAR NM_022336 sh447.5 5 CGGGATTCAAAGCCGGAGGAA
EDAR NM_022336 sh447.4 4 CGGTGAGAACGAGTACTACAA
EDAR NM_022336 sh447.3 3 CGAGAAGGATGAATTTGAGAA
EDAR NM_022336 sh447.2 2 GCCATTTGATTGCCTCGAGAA
EDAR NM_022336 sh447.1 1 CCTCATCATCATGTTCTACAT
EDAR NM_022336 sh198.5 5 CGGGATTCAAAGCCGGAGGAA
EDAR NM_022336 sh198.4 4 CGGTGAGAACGAGTACTACAA
EDAR NM_022336 sh198.3 3 CGAGAAGGATGAATTTGAGAA
EDAR NM_022336 sh198.2 2 GCCATTTGATTGCCTCGAGAA
EDAR NM_022336 sh198.1 1 CCTCATCATCATGTTCTACAT
EDARADD NM_080738 sh125.5 5 CTGTACTTGTTCCTCCTGCTT
EDARADD NM_080738 sh125.4 4 CTGCCCACGAAATTCAGATAT
EDARADD NM_080738 sh125.3 3 CCCTAGCACTTTATCCTTTAA
EDARADD NM_080738 sh125.2 2 CCCACGAAATTCAGATATGAA
EDARADD NM_080738 sh125.1 1 CCGGTGTTCAATGTCATCAAT
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EDNRB NM_000115 sh446.5 5 CCATCGAGATCAAGGAGACTT
EDNRB NM_000115 sh446.4 4 CTGTTGGTATTGGACTATATT
EDNRB NM_000115 sh446.3 3 GCAGTCGTGCTTAAAGTTCAA
EDNRB NM_000115 sh446.2 2 CAAAGGAAGTTATCTGCGAAT
EDNRB NM_000115 sh446.1 1 CCTCACAAAGAGAAATAGAAT
EFNA5 NM_001962 sh052.5 5 CAATCCCAGATAATGGAAGAA
EFNA5 NM_001962 sh052.4 4 CCACACTTCCAAAGGGTTCAA
EFNA5 NM_001962 sh052.3 3 CGCGGCACAAACACCAAGGAT
EFNA5 NM_001962 sh052.2 2 GTCCTCTACATGGTGAACTTT
EFNA5 NM_001962 sh052.1 1 GAGACCAACAAATAGCTGTAT
EGFR NM_005228 sh261.5 5 AGAGGAAATATGTACTACGAA
EGFR NM_005228 sh261.4 4 CCTCCAGAGGATGTTCAATAA
EGFR NM_005228 sh261.3 3 GCCAAGCCAAATGGCATCTTT
EGFR NM_005228 sh261.2 2 GTCCGGGAACACAAAGACAAT
EGFR NM_005228 sh261.1 1 CCCTGTAACCTGACTGGTTAA
EIF4E NM_001968 sh290.5 5 CTGTTGTTAATGTTAGAGCTA
EIF4E NM_001968 sh290.4 4 CGGCTGATCTCCAAGTTTGAT
EIF4E NM_001968 sh290.3 3 CCAAAGATAGTGATTGGTTAT
EIF4E NM_001968 sh290.2 2 CCGACTACAGAAGAGGAGAAA
EIF4E NM_001968 sh290.1 1 CCACTCTGTAATAGTTCAGTA
ELL NM_006532 sh235.5 5 GAGCTACAAGAACGACTTCAA
ELL NM_006532 sh235.4 4 CCTGGGCAGCATACAGGACAA
ELL NM_006532 sh235.3 3 CGCGCCAGACAGGATTCTGTT
ELL NM_006532 sh235.2 2 GCCTGACTACTTGCTGAAGTA
ELL NM_006532 sh235.1 1 GCAAGAAGGTTCAGTTTCGGA
ELL2 NM_012081 sh150.5 5 CGACCTTCAATCCAGTTCCAA
ELL2 NM_012081 sh150.4 4 CCCTGCAAATACAATTCGAAA
ELL2 NM_012081 sh150.3 3 CCAGAATTATAAGGATGACTT
ELL2 NM_012081 sh150.2 2 GCCGTTCAGAATCTCCTGTAT
ELL2 NM_012081 sh150.1 1 CCTGGGATTTATACAAGATAA
EME1 NM_152463 sh033.5 5 CAGGCGTATCTACCTTCAGAT
EME1 NM_152463 sh033.4 4 CCCTGAGAAGACAGGAAAGAA
EME1 NM_152463 sh033.3 3 CCCTTTCCAAAGATCCCTGAA
EME1 NM_152463 sh033.2 2 CGGATAAAGAACGCCAGAATT
EME1 NM_152463 sh033.1 1 GCACTATGAAAGGGAAGGAAA
ERBB2 NM_004448 sh313.5 5 AAGTACACGATGCGGAGACTC
ERBB2 NM_004448 sh313.4 4 ATCACAGGTTACCTATACATC
ERBB2 NM_004448 sh313.3 3 GAATATGTGAACCAGCCAGAT
ERBB2 NM_004448 sh313.2 2 CAGTGCCAATATCCAGGAGTT
ERBB2 NM_004448 sh313.1 1 TGTCAGTATCCAGGCTTTGTA
ERBB3 NM_001982 sh429.5 5 AGGTTAGGAGTAGATATTGAC
ERBB3 NM_001982 sh429.4 4 TATATGAATCGGCAACGAGAT
ERBB3 NM_001982 sh429.3 3 AATTCTCTACTCTACCATTGC
ERBB3 NM_001982 sh429.2 2 CTGCCTTTGATAACCCTGATT
ERBB3 NM_001982 sh429.1 1 CCTGACAAGATGGAAGTAGAT
ERCC1 NM_001983 sh051.5 5 GCCGCCAGCAAGGAAGAAATT
ERCC1 NM_001983 sh051.4 4 GCTGGCTAAGATGTGTATCCT
ERCC1 NM_001983 sh051.3 3 CAAGAGAAGATCTGGCCTTAT
ERCC1 NM_001983 sh051.2 2 CCTGGGAATTTGGCGACGTAA
ERCC1 NM_001983 sh051.1 1 CCAAGCCCTTATTCCGATCTA
ERCC2 NM_000400 sh014.5 5 CCCATACTTCCTTGCTCGATA
ERCC2 NM_000400 sh014.4 4 CTGCCGATTCTATGAGGAATT
ERCC2 NM_000400 sh014.3 3 CCAGTTCCAGATTCGTGAGAA
ERCC2 NM_000400 sh014.2 2 GCTTCGAAAGTTGCTCAACTT
ERCC2 NM_000400 sh014.1 1 GCGTTTCCAGTCTGTCATCAT
ERCC3 NM_000122 sh015.5 5 CGGGAATATGTGGCAATCAAA
ERCC3 NM_000122 sh015.4 4 CCAGTTTACAAATATGCCCAA
ERCC3 NM_000122 sh015.3 3 GCCCTAAAGGAATATGCCATT
ERCC3 NM_000122 sh015.2 2 CCGGAAGCAAATGTCCTCATT
ERCC3 NM_000122 sh015.1 1 GCCATTTCTAAGACTGCTGAA
ERCC4 NM_005236 sh105.5 5 CGGAAGTTGACCTTAACTCAA
ERCC4 NM_005236 sh105.4 4 CCAAGATACGTGGTTCTTTAT
ERCC4 NM_005236 sh105.3 3 GCTTGCTATACAGACTGCTAT
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ERCC4 NM_005236 sh105.2 2 CCCACAGAATAATCGAGTCTT
ERCC4 NM_005236 sh105.1 1 GCGCAAGAGTATCAGTGATTT
ERCC5 NM_000123 sh023.5 5 CCAATGGAAATTGACTCGGAA
ERCC5 NM_000123 sh023.4 4 CCTGTATTAAAGCAACTCGAT
ERCC5 NM_000123 sh023.3 3 GCTTTCAGATTCTAAACGAAA
ERCC5 NM_000123 sh023.2 2 CCTCCTTTACAAGAGGAAGAA
ERCC5 NM_000123 sh023.1 1 CCAGCGAAATAGAAGCAGTTT
ERCC6 NM_000124 sh372.4 4 GCCACTGATTACGAGATACAA
ERCC6 NM_000124 sh372.3 3 GCGGTTAAGGAGATGGAATAA
ERCC6 NM_000124 sh372.2 2 CGACAAATCTTCAAGCAGTTT
ERCC6 NM_000124 sh372.1 1 CGTGGTTCAAATTACAGGTTT
ERCC8 NM_000082 sh371.5 5 GCGCTAATGCTTGAACTCTTT
ERCC8 NM_000082 sh371.4 4 TGATGATGAGACTACAACAAA
ERCC8 NM_000082 sh371.3 3 GATGGTGTGATTGTACTTTAT
ERCC8 NM_000082 sh371.2 2 TGGAATTAACACCCTTGACAT
ERCC8 NM_000082 sh371.1 1 GCAGCAGTGATGAAGAAGGAT
ESR2 NM_001437 sh228.4 4 GATGCTTTGGTTTGGGTGATT
ESR2 NM_001437 sh228.3 3 CCTTAATTCTCCTTCCTCCTA
ESR2 NM_001437 sh228.2 2 CTTTCTCCTTTAGTGGTCCAT
ESR2 NM_001437 sh228.1 1 GCGAGTAACAAGGGCATGGAA
EXO1 NM_130398 sh113.5 5 CCTGGTAAATGGACCTACTAA
EXO1 NM_130398 sh113.4 4 CCAAGCTATGTTTATCTCATT
EXO1 NM_130398 sh113.3 3 GCCAACAATACCTTCCTCTAT
EXO1 NM_130398 sh113.2 2 GCCGTGTTCAAAGAGCAATAT
EXO1 NM_130398 sh113.1 1 TGCAGACTGCTGCAAAGCTTT
FANCA NM_000135 sh029.5 5 GCTGCTAATGTACAAACGGAT
FANCA NM_000135 sh029.4 4 CAGAGTTCTTTGTTGCTTGAA
FANCA NM_000135 sh029.3 3 GCACTGCACTTTGCGATTCAA
FANCA NM_000135 sh029.2 2 GCACAGGAAATGAGGATATTA
FANCA NM_000135 sh029.1 1 GCCGACCTCAAGGTTTCTATA
FANCB NM_152633 sh389.5 5 GCTGTATGGAAAGAGAGCTTT
FANCB NM_152633 sh389.4 4 CGGCTGCTTTATCAGACAGAA
FANCB NM_152633 sh389.3 3 CCAGTTAAGAATATCTCTCAT
FANCB NM_152633 sh389.2 2 CCCTTTACAGAGAAATAACTT
FANCB NM_152633 sh389.1 1 GTTGTTTATCTGAGGAAGAAT
FANCC NM_000136 sh027.5 5 CCTGGATACAGGGTGTATTAT
FANCC NM_000136 sh027.4 4 GTGAGAGAAATTGTCTGAGAA
FANCC NM_000136 sh027.3 3 CACGAGATCATTGGCTTTCTT
FANCC NM_000136 sh027.2 2 CGAGTTTGTGTCCCACTTATT
FANCC NM_000136 sh027.1 1 CCTGGAAATCATAGCCACTAT
FANCD2 NM_033084 sh118.4 4 CCACTGAGGTATCTCTACAAA
FANCD2 NM_033084 sh118.3 3 CCTCATACTGTTACTGCTATT
FANCD2 NM_033084 sh118.2 2 GCGTCCATTACTTGCAGAATT
FANCD2 NM_033084 sh118.1 1 CGTCTATTAGATTGGAGGATT
FANCE NM_021922 sh204.10 10 CCCGAACATAAGTCACTGGAA
FANCE NM_021922 sh204.09 9 GAGCTTCTCCACTGTCTGAAA
FANCE NM_021922 sh204.08 8 CAGCTTCTTCACGAATGTAGT
FANCE NM_021922 sh204.07 7 GTTCAGTGTCTTAATGGAGAA
FANCE NM_021922 sh204.06 6 CCAAATATACATACCCTGTCT
FANCE NM_021922 sh204.05 5 GATATGCCAGAGGAACCTGAT
FANCE NM_021922 sh204.04 4 GATGACCAAGTATCAGGCTAA
FANCE NM_021922 sh204.03 3 CCTCCTTCTGTGCCAAATATA
FANCE NM_021922 sh204.02 2 CCCGAACATAAGTCACTGGAA
FANCE NM_021922 sh204.01 1 CCTGAGAAGTTCAGTGTCTTA
FANCF NM_022725 sh120.5 5 GCTCTTCGTAGTGGTGCATTT
FANCF NM_022725 sh120.4 4 CCTCCACCTCTGAAAGATAAA
FANCF NM_022725 sh120.3 3 CCACCTCTGAAAGATAAAGTT
FANCF NM_022725 sh120.2 2 GCCTCAGAACAACTTCCTGAA
FANCF NM_022725 sh120.1 1 GCCATCTTGTAGATTACATTT
FANCG NM_004629 sh106.5 5 GCCAAAGTCTTGTGACCTGTA
FANCG NM_004629 sh106.4 4 CCTTGAATGTCCCATGCAGTT
FANCG NM_004629 sh106.3 3 TGAGGAATTAGATGCTCCATT
FANCG NM_004629 sh106.2 2 GCCTCTAAGGATCTGCTGTTA
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FANCG NM_004629 sh106.1 1 CCTGTGAAATTTGCCCTAGTT
FANCI NM_018193 sh405.5 5 CAATTGCCACGAACGGTAATG
FANCI NM_018193 sh405.4 4 CTAGTTCCTCATAGATCTTAT
FANCI NM_018193 sh405.3 3 CATGTGGAAGGCACCATTATT
FANCI NM_018193 sh405.2 2 ATGTAAGCTCGGAGCTAATAT
FANCI NM_018193 sh405.1 1 ACGGGCATCTGGGAGATATAG
FANCL NM_018062 sh185.5 5 GCTGAGCAGGAACATACATTT
FANCL NM_018062 sh185.4 4 GCAGAATTGCATTAGGTAATA
FANCL NM_018062 sh185.3 3 CCTTTCCATCAAATATGCTTA
FANCL NM_018062 sh185.2 2 GCCTTATTGAAGAGATAGGAA
FANCL NM_018062 sh185.1 1 GCCTGAAGATTTACAACTGAA
FANCM NM_020937 sh406.5 5 AGTGTTACTAAGGATAGTTTA
FANCM NM_020937 sh406.4 4 CACACCAGGTAGTGATATAAA
FANCM NM_020937 sh406.3 3 GACTTCATGAAACTCTATAAT
FANCM NM_020937 sh406.2 2 ACGTGATGAGACCCGAGTTAT
FANCM NM_020937 sh406.1 1 AGGACGAGAGGAACGTATTTA
FANCM NM_020937 sh288.5 5 GACTTCATGAAACTCTATAAT
FANCM NM_020937 sh288.4 4 ACGTGATGAGACCCGAGTTAT
FANCM NM_020937 sh288.3 3 AGGACGAGAGGAACGTATTTA
FANCM NM_020937 sh288.2 2 AGTGTTACTAAGGATAGTTTA
FANCM NM_020937 sh288.1 1 CACACCAGGTAGTGATATAAA
FBXL2 NM_012157 sh357.5 5 GTCTATTACAAACAGCTCCTT
FBXL2 NM_012157 sh357.4 4 TGGCCTACTTTAATTCACAAT
FBXL2 NM_012157 sh357.3 3 CTCTCCATTCACTGTCCTAAA
FBXL2 NM_012157 sh357.2 2 GATAACCGACAGCACACTCAT
FBXL2 NM_012157 sh357.1 1 GAACCTCAATGGATGCACAAA
FEN1 NM_004111 sh089.5 5 GATGCCTCTATGAGCATTTAT
FEN1 NM_004111 sh089.4 4 GCAGTGACTACTGTGAGAGTA
FEN1 NM_004111 sh089.3 3 GCCAAATGAAGAAGAGCTGAT
FEN1 NM_004111 sh089.2 2 CAAGAGCTACTTTGGCCGTAA
FEN1 NM_004111 sh089.1 1 CGTGTATGTCTTTGATGGCAA
FGFR2 NM_000141 sh450.5 5 GCCAACCTCTCGAACAGTATT
FGFR2 NM_000141 sh450.4 4 CCCAACAATAGGACAGTGCTT
FGFR2 NM_000141 sh450.3 3 CCGAATGAAGAACACGACCAA
FGFR2 NM_000141 sh450.2 2 GCCACCAACCAAATACCAAAT
FGFR2 NM_000141 sh450.1 1 GCACACACTTACAGAGCACAA
FKBP8 NM_012181 sh169.5 5 AGTGGACATGACGTTCGAGGA
FKBP8 NM_012181 sh169.4 4 ACGTCGCTGGAGAATGGCACA
FKBP8 NM_012181 sh169.3 3 CAACAAGACGATCCACGCAGA
FKBP8 NM_012181 sh169.2 2 TGAAGGTGAAGTGTCTGAACA
FKBP8 NM_012181 sh169.1 1 GCTGTTGAGGAAGAAGACGCT
FLJ35220 NM_173627 sh037.5 5 CCTGAGCTCGAGGTGGTGTAT
FLJ35220 NM_173627 sh037.4 4 GAAACGCTGTCACTGTGGAAA
FLJ35220 NM_173627 sh037.3 3 CCTGCCACCTTGGCGTCCTTA
FLJ35220 NM_173627 sh037.2 2 GTTGACGTGTCCTTCGTGAAA
FLJ35220 NM_173627 sh037.1 1 GAGAGTCCTCAGCACTTTGTT
FN1 NM_002026 sh456.5 5 GCCTGCTCCAAGAATTGGTTT
FN1 NM_002026 sh456.4 4 TGCAGCACAACTTCGAATTAT
FN1 NM_002026 sh456.3 3 GCCTGCTCCAAGAATTGGTTT
FN1 NM_002026 sh456.2 2 CGGTTGTTATGACAATGGAAA
FN1 NM_002026 sh456.1 1 CGTGGTTGTATCAGGACTTATC
FOLH1 NM_004476 sh097.5 5 CCACTGTATCACAGTGTCTAT
FOLH1 NM_004476 sh097.4 4 CCCAAATAAGACTCATCCCAA
FOLH1 NM_004476 sh097.3 3 CCAATGAAGCTACTAACATTA
FOLH1 NM_004476 sh097.2 2 CCCAACTACATCTCAATAATT
FOLH1 NM_004476 sh097.1 1 GCACGAACTGAAGACTTCTTT
FOLR1 NM_016731 sh183.5 5 GTGAGCAATGGTGGGAAGATT
FOLR1 NM_016731 sh183.4 4 CCAACCTTTCCATTTCTACTT
FOLR1 NM_016731 sh183.3 3 CCTATATAGATTCAACTGGAA
FOLR1 NM_016731 sh183.2 2 GCTTCTCAATGTCTGCATGAA
FOLR1 NM_016731 sh183.1 1 CCCACTGTTCTGTGCAATGAA
FOS NM_005252 sh451.5 5 TCTGCTTTGCAGACCGAGATT
FOS NM_005252 sh451.4 4 GTGGAACAGTTATCTCCAGAA



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
FOS NM_005252 sh451.3 3 CACTGCTTACACGTCTTCCTT
FOS NM_005252 sh451.2 2 GCGGAGACAGACCAACTAGAA
FOS NM_005252 sh451.1 1 GCTGGTAGTTAGTAGCATGTT
FOXO3A NM_001455 sh049.5 5 GTCACTGCATAGTCGATTCAT
FOXO3A NM_001455 sh049.4 4 GCAGGCACCATGAATCTGAAT
FOXO3A NM_001455 sh049.3 3 CTCCTTTAACAGCACGGTGTT
FOXO3A NM_001455 sh049.2 2 CCACACAGAATGTTGTTGGTT
FOXO3A NM_001455 sh049.1 1 CAGACCCTCAAACTGACACAA
FOXP3 NM_014009 sh173.5 5 GCCCGGATGTGAGAAGGTCTT
FOXP3 NM_014009 sh173.4 4 CTGAGTCTGCACAAGTGCTTT
FOXP3 NM_014009 sh173.3 3 GCTGGCAAATGGTGTCTGCAA
FOXP3 NM_014009 sh173.2 2 CACACGCATGTTTGCCTTCTT
FOXP3 NM_014009 sh173.1 1 CCTCCACAACATGGACTACTT
FRAP1 NM_004958 sh255.3 3 GCATGGAAGAATACACCTGTA
FRAP1 NM_004958 sh255.2 2 CCTCCTATTGTTAAGTTGTTT
FRAP1 NM_004958 sh255.1 1 CCTGGCAACAATAGGAGAATT
FXN NM_000144 sh205.5 5 CCATACACGTTTGAGGACTAT
FXN NM_000144 sh205.4 4 CAACCAGATTTGGAATGTCAA
FXN NM_000144 sh205.3 3 GCTGGACTCTTTAGCAGAGTT
FXN NM_000144 sh205.2 2 GCAGACGCCAAACAAGCAAAT
FXN NM_000144 sh205.1 1 CCCATCTGTTAAATGAGAGAA
FYN NM_002037 sh263.5 5 GTGCCAACAATCCTAGTGCTT
FYN NM_002037 sh263.4 4 CTTACCGATCTGTCTGTCAAA
FYN NM_002037 sh263.3 3 GCCTATTCACTTTCTATCCGT
FYN NM_002037 sh263.2 2 GACTCTTAAACCAGGCACAAT
FYN NM_002037 sh263.1 1 GCGATCAGCAAACATTCTAGT
GAD1 NM_000817 sh055.4 4 CAACCAGATGTGTGCAGGATA
GAD1 NM_000817 sh055.3 3 GCTCTCCACTGGATTGGATAT
GAD1 NM_000817 sh055.2 2 GCACGACTGTTTATGGAGCTT
GAD1 NM_000817 sh055.1 1 CGCCATAAACTCAACGGCATA
GTF2H1 NM_005316 sh362.5 5 GTCCATTGAATATGAAGACTT
GTF2H1 NM_005316 sh362.4 4 CCTACAACAAGCTCCACACAT
GTF2H1 NM_005316 sh362.3 3 CCAACTCCAATCCAGTCACTA
GTF2H1 NM_005316 sh362.2 2 GCTGCCATCATCAAGAGATTT
GTF2H1 NM_005316 sh362.1 1 CCTGAATAATAAAGAGGGAAT
GTF2H2 NM_001515 sh363.5 5 GCTCACTTATTCGTATGGGAT
GTF2H2 NM_001515 sh363.4 4 CCTATTAGTCAGATTGGAATA
GTF2H2 NM_001515 sh363.3 3 CCTGGCTGTATTCATAAGATT
GTF2H2 NM_001515 sh363.2 2 CGCCACCTTTATGTGGTAGTA
GTF2H2 NM_001515 sh363.1 1 GTCACAGAAATACCTGAAATT
GTF2H3 NM_001516 sh364.5 5 GCCTTCTCTTCTGCAGTATTT
GTF2H3 NM_001516 sh364.4 4 GCTTGCTTCTGTCATCGAAAT
GTF2H3 NM_001516 sh364.3 3 GCTGGGAAATTCGCATTTATT
GTF2H3 NM_001516 sh364.2 2 CCGATTCTTATATCCTGGAAA
GTF2H3 NM_001516 sh364.1 1 GACTCATCATAGGCTTTCTAA
GTF2H4 NM_001517 sh365.5 5 GAGTGATTCTCTGTTGAACTT
GTF2H4 NM_001517 sh365.4 4 CAGCAGATAATCCATTTCCTA
GTF2H4 NM_001517 sh365.3 3 CTCTGAGATGCTCTATCGGTT
GTF2H4 NM_001517 sh365.2 2 CGGCTCAGCTCTGGTACTTTA
GTF2H4 NM_001517 sh365.1 1 GAACCGAGTACACCTACAATG
GTF2H5 NM_207118 sh366.5 5 GATGACACTCACGTCTTTGTA
GTF2H5 NM_207118 sh366.4 4 GATCCTGCCATGAAGCAGTTT
GTF2H5 NM_207118 sh366.3 3 TGGGTGAATTAATGGACCAAA
GTF2H5 NM_207118 sh366.2 2 CTGTACTTGGATGAGTCCAAT
GTF2H5 NM_207118 sh366.1 1 CGTCTTTGTAATAGCAGAATT
GZMB NM_004131 sh081.5 5 GCTTCCTGATACAAGACGACT
GZMB NM_004131 sh081.4 4 CATTGTCTCCTATGGACGAAA
GZMB NM_004131 sh081.3 3 CATTATTACGACAGTACCATT
GZMB NM_004131 sh081.2 2 GCTTATCTTATGATCTGGGAT
GZMB NM_004131 sh081.1 1 CGAATCTGACTTACGCCATTA
H2AFX NM_002105 sh387.5 5 CCTGCCCAACATCCAGGCCGT
H2AFX NM_002105 sh387.4 4 CAACAAGAAGACGCGAATCAT
H2AFX NM_002105 sh387.3 3 CCAGGCCTCCCAGGAGTACTA



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
H2AFX NM_002105 sh387.2 2 CGACAACAAGAAGACGCGAAT
H2AFX NM_002105 sh387.1 1 CGTTGGCTTCTGAACTGGAAT
HCP1 NM_080669 sh128.4 4 CCAGGACATCTTAACCCTTTA
HCP1 NM_080669 sh128.3 3 CCAGAGAAGTCCAGGAAACAT
HCP1 NM_080669 sh128.2 2 CAGGAAACATTTAGCCCTCTA
HCP1 NM_080669 sh128.1 1 CCTCTCATGTTCACAGGATAT
HDAC7 NM_015401 sh420.5 5 GCCAGCAAGATCCTCATTGTA
HDAC7 NM_015401 sh420.4 4 TCCACACAGAAATGTGAACTT
HDAC7 NM_015401 sh420.3 3 GCTACCATGTTTCTGCCAAAT
HDAC7 NM_015401 sh420.2 2 GCTGATCTATGACTCGGTCAT
HDAC7 NM_015401 sh420.1 1 GCCCTAGAAAGAACAGTCCAT
HEL308 NM_133636 sh397.5 5 GCAACCTTACTGAATTACAAA
HEL308 NM_133636 sh397.4 4 CCCTGATTGGATGATATACTT
HEL308 NM_133636 sh397.3 3 CCTAGTAAGAAGAACTGTGAA
HEL308 NM_133636 sh397.2 2 GCAGAACTCTTCAAATGATTT
HEL308 NM_133636 sh397.1 1 GCAAATTGTTTCATCAGCAAA
HGF NM_000601 sh011.5 5 TGTCTGAAGCACCCACCAATA
HGF NM_000601 sh011.4 4 GCAAGTAAGCTGAATGAGAAT
HGF NM_000601 sh011.3 3 GCAAAGACTACCCTAATCAAA
HGF NM_000601 sh011.2 2 CAGACCAATGTGCTAATAGAT
HGF NM_000601 sh011.1 1 CCCGTAATATCTTGTGCCAAA
HIF1A NM_001530 sh209.5 5 TGCTCTTTGTGGTTGGATCTA
HIF1A NM_001530 sh209.4 4 CGGCGAAGTAAAGAATCTGAA
HIF1A NM_001530 sh209.3 3 GTGATGAAAGAATTACCGAAT
HIF1A NM_001530 sh209.2 2 CCAGTTATGATTGTGAAGTTA
HIF1A NM_001530 sh209.1 1 CCGCTGGAGACACAATCATAT
HIF1A NM_001530 sh043.5 5 TGCTCTTTGTGGTTGGATCTA
HIF1A NM_001530 sh043.4 4 CGGCGAAGTAAAGAATCTGAA
HIF1A NM_001530 sh043.3 3 GTGATGAAAGAATTACCGAAT
HIF1A NM_001530 sh043.2 2 CCAGTTATGATTGTGAAGTTA
HIF1A NM_001530 sh043.1 1 CCGCTGGAGACACAATCATAT
HIST1H2BE NM_003523 sh445.5 5 GAATTCCTTTGTCAACGACAT
HIST1H2BE NM_003523 sh445.4 4 CGTGACCAAGGCGCAGAAGAA
HIST1H2BE NM_003523 sh445.3 3 CTACTCCGTATACGTGTACAA
HIST1H2BE NM_003523 sh445.2 2 CGGCATCTCCTCTAAAGCCAT
HIST1H2BE NM_003523 sh445.1 1 GATCATGAATTCCTTTGTCAA
HMGB1 NM_002128 sh252.5 5 CCCAGATGCTTCAGTCAACTT
HMGB1 NM_002128 sh252.4 4 GCAGATGACAAGCAGCCTTAT
HMGB1 NM_002128 sh252.3 3 CCGTTATGAAAGAGAAATGAA
HMGB1 NM_002128 sh252.2 2 GAAGAAGATGAAGATGAAGAA
HMGB1 NM_002128 sh252.1 1 CGAGACTTTCATTACAAGTAT
HPGD NM_000860 sh455.5 5 ACTCATAACAACACAGACATA
HPGD NM_000860 sh455.4 4 GCTGGAGTGAATAATGAGAAA
HPGD NM_000860 sh455.3 3 GCAACAACTGAGAGACACTTT
HPGD NM_000860 sh455.2 2 GAAGGCGGCATCATTATCAAT
HPGD NM_000860 sh455.1 1 CACAGCCATCCTTGAATCAAT
HSP90AA1 NM_005348 sh093.5 5 CCCTCTAAACATATCCCGTGA
HSP90AA1 NM_005348 sh093.4 4 GAAGGATGGTGACAAGAAGAA
HSP90AA1 NM_005348 sh093.3 3 TCATCAATACTTTCTACTCGA
HSP90AA1 NM_005348 sh093.2 2 CCAGAATGAAGGAGAACCAGA
HSP90AA1 NM_005348 sh093.1 1 GTTATCCTACACCTGAAAGAA
HSP90B1 NM_003299 sh293.5 5 GCGAGACTCTTCAGCAACATA
HSP90B1 NM_003299 sh293.4 4 GCTTTAGATAAGATAAGGCTA
HSP90B1 NM_003299 sh293.3 3 CGACGAATTAAGGAAGATGAA
HSP90B1 NM_003299 sh293.2 2 CGTGGTCTGTTTGACGAATAT
HSP90B1 NM_003299 sh293.1 1 CCTGTGGATGAATACTGTATT
HUS1 NM_004507 sh102.5 5 TCACCTTGTTATTGAAGCAAA
HUS1 NM_004507 sh102.4 4 CGTGTCCCTTCAGTATTTCAT
HUS1 NM_004507 sh102.3 3 CCACTTCACACGAATCAGTAA
HUS1 NM_004507 sh102.2 2 GAGAACTTCTTCAACGAATTT
HUS1 NM_004507 sh102.1 1 GCCTTATGCAATATTGTGAAT
ICMT NM_012405 sh329.5 5 CCTGGAGTATAAGAAGAGGGT
ICMT NM_012405 sh329.4 4 GATCGAACAGAAGAAGAAGAA
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ICMT NM_012405 sh329.3 3 GTTCCACTATTCTGAATACTT
ICMT NM_012405 sh329.2 2 CTTCGGAGAATGTCTGAGGAA
ICMT NM_012405 sh329.1 1 GCTGCTCTTTCTTCTTGGTTA
IFNG NM_000619 sh053.5 5 TGTTTCAAGGTCGAAGAGCAT
IFNG NM_000619 sh053.4 4 CTCATCCAAGTGATGGCTGAA
IFNG NM_000619 sh053.3 3 GCAGAGCCAAATTGTCTCCTT
IFNG NM_000619 sh053.2 2 CATTCAGATGTAGCGGATAAT
IFNG NM_000619 sh053.1 1 GACTTGAATGTCCAACGCAAA
IKBKB NM_001556 sh046.5 5 CCATGATGAATCTCCTCCGAA
IKBKB NM_001556 sh046.4 4 CGGAAGTACCTGAACCAGTTT
IKBKB NM_001556 sh046.3 3 GCTGGTTCATATCTTGAACAT
IKBKB NM_001556 sh046.2 2 CCAGCCAAGAAGAGTGAAGAA
IKBKB NM_001556 sh046.1 1 GCACTGGGAAAGTATCTGAAA
IKBKG NM_003639 sh086.5 5 GAGGGAGTACAGCAAACTGAA
IKBKG NM_003639 sh086.4 4 GAGAATCAAGAGCTCCGAGAT
IKBKG NM_003639 sh086.3 3 GCAGCACAAGATTGTGATGGA
IKBKG NM_003639 sh086.2 2 GCTCGATCTGAAGAGGCAGAA
IKBKG NM_003639 sh086.1 1 CCAAGAATACGACAACCACAT
IL1A NM_000575 sh347.5 5 GCTTACCTTCAAGGAGAGCAT
IL1A NM_000575 sh347.4 4 CCAATGACTCAGAGGAAGAAA
IL1A NM_000575 sh347.3 3 CGTGATTCTAAGAATCTCAAA
IL1A NM_000575 sh347.2 2 CCACCCTCTATCACTGACTTT
IL1A NM_000575 sh347.1 1 GCCCTCAATCAAAGTATAATT
IL8 NM_000584 sh321.5 5 CAAGAGAATATCCGAACTTTA
IL8 NM_000584 sh321.4 4 CCGAACTTTAATTTCAGGAAT
IL8 NM_000584 sh321.3 3 CAAGGAGTGCTAAAGAACTTA
IL8 NM_000584 sh321.2 2 GCTCTGTGTGAAGGTGCAGTT
IL8 NM_000584 sh321.1 1 ACTTAGATGTCAGTGCATAAA
IL8 NM_000584 sh024.5 5 CTGCGCCAACACAGAAATTAT
IL8 NM_000584 sh024.4 4 GCTCTGTGTGAAGGTGCAGTT
IL8 NM_000584 sh024.3 3 CAAGGAGTGCTAAAGAACTTA
IL8 NM_000584 sh024.2 2 GCCAACACAGAAATTATTGTA
IL8 NM_000584 sh024.1 1 CCGAACTTTAATTTCAGGAAT
IL8RB NM_001557 sh045.5 5 CGCTACTTGGTCAAATTCATA
IL8RB NM_001557 sh045.4 4 GCACACTTCCACTACTCTCTA
IL8RB NM_001557 sh045.3 3 CCGTCTACTCATCCAATGTTA
IL8RB NM_001557 sh045.2 2 CCCTGGAAATCAACAAGTATT
IL8RB NM_001557 sh045.1 1 GCCACTAAATTGACACTTAAA
IRF1 NM_002198 sh061.5 5 GCGTGTCTTCACAGATCTGAA
IRF1 NM_002198 sh061.4 4 AGATGCTAAGAGCAAGGCCAA
IRF1 NM_002198 sh061.3 3 GCAGATTAATTCCAACCAAAT
IRF1 NM_002198 sh061.2 2 CCTCTGTCTATGGAGACTTTA
IRF1 NM_002198 sh061.1 1 CGTGTGGATCTTGCCACATTT
IRF2 NM_002199 sh062.5 5 GCAGATAAACTCCAACACGAT
IRF2 NM_002199 sh062.4 4 GCGGTCCTGACTTCAACTATA
IRF2 NM_002199 sh062.3 3 CCAGGAGTAGATAAACCTGAT
IRF2 NM_002199 sh062.2 2 CCAGACATTTGCCAAGTTGTA
IRF2 NM_002199 sh062.1 1 CGGACGAGATAATGTGAACTA
ITGA5 NM_002205 sh412.5 5 CTCCTATATGTGACCAGAGTT
ITGA5 NM_002205 sh412.4 4 CCTCAGGAACGAGTCAGAATT
ITGA5 NM_002205 sh412.3 3 CCACTGTGGATCATCATCCTA
ITGA5 NM_002205 sh412.2 2 CCATGATGAGTTTGGCCGATT
ITGA5 NM_002205 sh412.1 1 CCACAGATAACTTCACCCGAA
ITGB3 NM_000212 sh410.5 5 GATGCAGTGAATTGTACCTAT
ITGB3 NM_000212 sh410.4 4 CCTTAGCCTTTGTCCCAGAAT
ITGB3 NM_000212 sh410.3 3 CCACGTCTACCTTCACCAATA
ITGB3 NM_000212 sh410.2 2 GTCGTCAGATTCCAGTACTAT
ITGB3 NM_000212 sh410.1 1 CTCATATAGCATTGGACGGAA
KDM1A	  (LSD1) NM_001009999.2 sh417.5 5 CCACGAGTCAAACCTTTATTT
KDM1A	  (LSD1) NM_001009999.2 sh417.4 4 GCCTAGACATTAAACTGAATA
KDM1A	  (LSD1) NM_001009999.2 sh417.3 3 GCTACATCTTACCTTAGTCATC
KDM1A	  (LSD1) NM_001009999.2 sh417.2 2 CCAACAATTAGAAGCACCTTA
KDM1A	  (LSD1) NM_001009999.2 sh417.1 1 GCTCCAATACTGTTGGCACTA
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KDR NM_002253 sh274.5 5 GTGGTCTCTCTGGTTGTGTAT
KDR NM_002253 sh274.4 4 CTTTACTATTCCCAGCTACAT
KDR NM_002253 sh274.3 3 GTGCTGTTTCTGACTCCTAAT
KDR NM_002253 sh274.2 2 AGGCTAATACAACTCTTCAAA
KDR NM_002253 sh274.1 1 GCGGCACGAAATATCCTCTTA
LAMP2 NM_002294 sh232.5 5 GAAGTGAACATCAGCATGTAT
LAMP2 NM_002294 sh232.4 4 CCAAGGCAGCATCTACTTATT
LAMP2 NM_002294 sh232.3 3 GCCATCAGAATTCCATTGAAT
LAMP2 NM_002294 sh232.2 2 CTGGAGCATTTCAGATAAATA
LAMP2 NM_002294 sh232.1 1 GTACGCTATGAAACTACAAAT
LIG1 NM_000234 sh370.5 5 CTGAAACCAATGTTGGCCCAT
LIG1 NM_000234 sh370.4 4 CCAAGAAAGAGGGTAAAGCAA
LIG1 NM_000234 sh370.3 3 GCTCAAGCTGAAGAAGGACTA
LIG1 NM_000234 sh370.2 2 CGGTTTATTCGAGTCCGTGAA
LIG1 NM_000234 sh370.1 1 CCTGCCAAGAACAACTATCAT
LIG3 NM_002311 sh070.5 5 CAGGAGTCATTAAGACTGTTT
LIG3 NM_002311 sh070.4 4 GCCAGTACCAAGAAAGCAGAA
LIG3 NM_002311 sh070.3 3 GCTGAGTAACTCCAACAGCAA
LIG3 NM_002311 sh070.2 2 CCGGATCATGTTCTCAGAAAT
LIG3 NM_002311 sh070.1 1 GCCCACTTTAAGGACTACATT
LIG4 NM_002312 sh066.10 10 TTGCTATGGTGATAGTTATTT
LIG4 NM_002312 sh066.09 9 GGTGAGATGATGGCCTATAAT
LIG4 NM_002312 sh066.08 8 ATGCATTCAAAGCAGATATAC
LIG4 NM_002312 sh066.07 7 GCTGATTTAGAATATCGGTAT
LIG4 NM_002312 sh066.06 6 GCCAGCAATAATTCTGCTAAA
LIG4 NM_002312 sh066.05 5 GCTGATTTAGAATATCGGTAT
LIG4 NM_002312 sh066.04 4 GCCAGCAATAATTCTGCTAAA
LIG4 NM_002312 sh066.03 3 GCTCGCATCTAAACACCTTTA
LIG4 NM_002312 sh066.02 2 GCCCGTGAATATGATTGCTAT
LIG4 NM_002312 sh066.01 1 GCTAGGTTTCCTAGTGAGGAA
LKB1 NM_000455 sh262.5 5 GAAGAAGAAGTTGCGAAGGAT
LKB1 NM_000455 sh262.4 4 CATCTACACTCAGGACTTCAC
LKB1 NM_000455 sh262.3 3 GAGTGTGCGGTCAATATTTAT
LKB1 NM_000455 sh262.2 2 GCCAACGTGAAGAAGGAAATT
LKB1 NM_000455 sh262.1 1 GATCCTCAAGAAGAAGAAGTT
MAD2L1 NM_002358 sh241.2 2 CGAGTTCTTCTCATTCGGCAT
MAD2L1 NM_002358 sh241.1 1 CCTATTGAATCAGTTTCCAAT
MAD2L2 NM_006341 sh379.5 5 CATCTTCCAGAAACGCAAGAA
MAD2L2 NM_006341 sh379.4 4 CACTCGCAACATGGAGAAGAT
MAD2L2 NM_006341 sh379.3 3 CCCAGTGGAGAAATTCGTCTT
MAD2L2 NM_006341 sh379.2 2 CCCGGAGCTGAATCAGTATAT
MAD2L2 NM_006341 sh379.1 1 CCCTGATTCCAAGTGCTCTTA
MAP1LC3B NM_022818 sh129.5 5 CGCACCTTCGAACAAAGAGTA
MAP1LC3B NM_022818 sh129.4 4 CCCGGTGATAATAGAACGATA
MAP1LC3B NM_022818 sh129.3 3 GAGTAGAAGATGTCCGACTTA
MAP1LC3B NM_022818 sh129.2 2 CGAACAAAGAGTAGAAGATGT
MAP1LC3B NM_022818 sh129.1 1 GTTCGGGATGAAATTGTCAGT
MAP3K7 NM_145332 sh031.5 5 TCCTGCCACAAATGATACTAT
MAP3K7 NM_145332 sh031.4 4 GACACACATGACCAATAACAA
MAP3K7 NM_145332 sh031.3 3 CAGTGTGTCTTGTGATGGAAT
MAP3K7 NM_145332 sh031.2 2 CCCGTGTGAACCATCCTAATA
MAP3K7 NM_145332 sh031.1 1 GCAGTGATTCTTGGATTGTTT
MAP3K7IP1 NM_006116 sh132.5 5 GCGATGATTGACACTGAGTTT
MAP3K7IP1 NM_006116 sh132.4 4 GCCTCCTCAGTATCAGAAGAT
MAP3K7IP1 NM_006116 sh132.3 3 GTTGAGCCCTATGTGGACTTT
MAP3K7IP1 NM_006116 sh132.2 2 CGCTGCCAAGTCCAAACCAAT
MAP3K7IP1 NM_006116 sh132.1 1 CCTTTGAGACACAGTAACCCT
MAP3K7IP2 NM_015093 sh170.5 5 TGGCCCTGTATCTTCTCTAAA
MAP3K7IP2 NM_015093 sh170.4 4 CCTGCCTTTATTCATCACCAT
MAP3K7IP2 NM_015093 sh170.3 3 GCATCTAATCCTCTGTCACAT
MAP3K7IP2 NM_015093 sh170.2 2 CCTGAAGTACCTGAAGTTGTT
MAP3K7IP2 NM_015093 sh170.1 1 AGATTGACATTGACTGCTTAA
MBD4 NM_003925 sh085.5 5 GTGTACTTTATCAGCCCACAA
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MBD4 NM_003925 sh085.4 4 GCAACGACTCTTACCGAATTT
MBD4 NM_003925 sh085.3 3 GCCAAGTAGTAGTTCAGAGTT
MBD4 NM_003925 sh085.2 2 CCCACGACGTAAAGCCTTTAA
MBD4 NM_003925 sh085.1 1 GCCTAGTGTGTGTGCTTTCTT
MCPH1 NM_024596 sh403.5 5 CGTAAATGTATGCAGCCCAAA
MCPH1 NM_024596 sh403.4 4 GAGACGTTTGAAGAGAAGTAT
MCPH1 NM_024596 sh403.3 3 GCCAACAAGAACATTAGTCAT
MCPH1 NM_024596 sh403.2 2 GCAATGGAGAAGAGATTACAA
MCPH1 NM_024596 sh403.1 1 GCCATGTGTTGTGGTTCTTAA
MEN1 NM_000244 sh269.5 5 GAGTTCTTTGAAGTAGCCAAT
MEN1 NM_000244 sh269.4 4 GCTGCGATTCTACGACGGCAT
MEN1 NM_000244 sh269.3 3 GTGCAGATGAAGAAGCAGAAA
MEN1 NM_000244 sh269.2 2 GCTGTACCTGAAAGGATCATA
MEN1 NM_000244 sh269.1 1 CCGAGTACAGTCTGTATCAAA
MET NM_000245 sh018.5 5 GCCAGCCTGAATGATGACATT
MET NM_000245 sh018.4 4 CGAGCTAAATATAGAGTGGAA
MET NM_000245 sh018.3 3 CGCTACTTATGTGAACGTAAA
MET NM_000245 sh018.2 2 GCACGATGAATACATTGAAAT
MET NM_000245 sh018.1 1 ATCAGAACCAGAGGCTTGGTC
MGMT NM_002412 sh340.5 5 GGAGGAGCAATGAGAGGCAAT
MGMT NM_002412 sh340.4 4 TTACCAGCAATTAGCAGCCCT
MGMT NM_002412 sh340.3 3 CTTACCAGCAATTAGCAGCC
MGMT NM_002412 sh340.2 2 TCTTACCAGCAATTAGCAGCC
MGMT NM_002412 sh340.1 1 GCTGTATTAAAGGAAGTGGCA
MLH1 NM_000249 sh019.5 5 CCTCAGTAAAGAATGCGCTAT
MLH1 NM_000249 sh019.4 4 CCAAGTGAAGAATATGGGAAA
MLH1 NM_000249 sh019.3 3 GCAGACTATTTCTCTTTGGAA
MLH1 NM_000249 sh019.2 2 GCCTGATCTATACAAAGTCTT
MLH1 NM_000249 sh019.1 1 GTGTTCTTCTTTCTCTGTATT
MLH3 NM_014381 sh336.5 5 CGCTTAGAGAACTCTGATGTTC
MLH3 NM_014381 sh336.4 4 CCACACAGGATAATTCCTTTA
MLH3 NM_014381 sh336.3 3 GCTACATAAACTCATTGACTT
MLH3 NM_014381 sh336.2 2 GCTGAGAGCTTAGCAGTTAAACT
MLH3 NM_014381 sh336.1 1 GCTGACATAGACCACTTGGAA
MLXIP NM_014938 sh282.5 5 TGCACTAAAGAACCGGCAGAT
MLXIP NM_014938 sh282.4 4 GTGTCCTTGGTGTTGAAGAAT
MLXIP NM_014938 sh282.3 3 GCTCTTCGAGTGCATGACTTT
MLXIP NM_014938 sh282.2 2 CGCCAGTTTGATCACATGAAA
MLXIP NM_014938 sh282.1 1 GAGATTGTGATCCGGGAGTAT
MLXIPL NM_032951 sh280.5 5 CGCCTTCCTGAGTTCTGATTT
MLXIPL NM_032951 sh280.4 4 GCCTCTGTTTGAGTCCTTCAA
MLXIPL NM_032951 sh280.3 3 GCAATGGTGCAAACAGCTCTT
MLXIPL NM_032951 sh280.2 2 CCCAAGTGGAAGAATTTCAAA
MLXIPL NM_032951 sh280.1 1 GCTGAGTACATCCTTATGCTA
MMP13 NM_002427 sh409.5 5 GCTCCGAGAAATGCAGTCTTT
MMP13 NM_002427 sh409.4 4 CCAACCGTATTGATGCTGCAT
MMP13 NM_002427 sh409.3 3 CGAACTCTTAAATGGTCCAAA
MMP13 NM_002427 sh409.2 2 CCGAGGAGAAACAATGATCTT
MMP13 NM_002427 sh409.1 1 CCGATGTAACTCCTCTGAATT
MMS19L NM_022362 sh203.5 5 TGGAGCTATGAAGACAAAGAT
MMS19L NM_022362 sh203.4 4 CCGACACACAGTCTACAATAT
MMS19L NM_022362 sh203.3 3 CCTGCCTCGAAATGTGGAAAT
MMS19L NM_022362 sh203.2 2 CCAGCGGTTCTTCACAGATAA
MMS19L NM_022362 sh203.1 1 CCTGGGTCTCTTGCATTTATA
MNAT1 NM_002431 sh369.5 5 GCCACTGCAGATAGAGACATA
MNAT1 NM_002431 sh369.4 4 CTCTGTGAAAGTTGTGTAGAT
MNAT1 NM_002431 sh369.3 3 GTGGATTTGGACAACACCAAA
MNAT1 NM_002431 sh369.2 2 GCTATACTTCTTCTCTTGCTT
MNAT1 NM_002431 sh369.1 1 CCTAGTCTAAGAGAATACAAT
MPG NM_002434 sh008.5 5 CCCATACCGCAGCATCTATTT
MPG NM_002434 sh008.4 4 CCTGTACGTGTACATCATTTA
MPG NM_002434 sh008.3 3 GTACATCATTTACGGCATGTA
MPG NM_002434 sh008.2 2 CGACTTCCTAATGGCACAGAA



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
MPG NM_002434 sh008.1 1 CATCTATTTCTCAAGCCCAAA
MRE11A NM_005591 sh140.4 4 CGATTTCTTAAAGAACGTCAT
MRE11A NM_005591 sh140.3 3 CCACTTCAAAGACAGATCAAA
MRE11A NM_005591 sh140.2 2 GCTGCGTATTAAAGGGAGGAA
MRE11A NM_005591 sh140.1 1 GCCCACATCTTTATTGAACTT
MSH2 NM_000251 sh016.5 5 GCCAGTATATGAAATTGGATA
MSH2 NM_000251 sh016.4 4 GCATGTAATAGAGTGTGCTAA
MSH2 NM_000251 sh016.3 3 GCCTTGCTGAATAAGTGTAAA
MSH2 NM_000251 sh016.2 2 CCTGGCAATCTCTCTCAGTTT
MSH2 NM_000251 sh016.1 1 CCAGTAATGGAATGAAGGTAA
MSH3 NM_002439 sh317.5 5 GCAAGGAGTTATGGATTAAAT
MSH3 NM_002439 sh317.4 4 CCACTCCTTAAATTAAGGGAA
MSH3 NM_002439 sh317.3 3 CGGAGTACATTTATGGAAGAA
MSH3 NM_002439 sh317.2 2 GCCATTTAGATCACAACTTTA
MSH3 NM_002439 sh317.1 1 GCACAGAAGGAATAAGGTCAT
MSH4 NM_002440 sh318.5 5 GAGGTGAAATAGGAATGGCAA
MSH4 NM_002440 sh318.4 4 CCAGATGACTACAGATTGTAT
MSH4 NM_002440 sh318.3 3 GCAGGAATGATATCACAACTT
MSH4 NM_002440 sh318.2 2 GCCAAGAATCTTTGAGAGAAA
MSH4 NM_002440 sh318.1 1 GCTAATGACAAATCGCTCATA
MSH5 NM_025259 sh319.5 5 GACGCCATCTTCACACGAATT
MSH5 NM_025259 sh319.4 4 CCTCTCTTCCATTATTCCCTT
MSH5 NM_025259 sh319.3 3 CCAGACATTAGTGGATAAGTT
MSH5 NM_025259 sh319.2 2 CCCAACATAGATCCTGAAATT
MSH5 NM_025259 sh319.1 1 CCACCCAGGATTCAAAGGAA
MSH6 NM_000179 sh025.5 5 GCGGCGACTGTTCTATAACTT
MSH6 NM_000179 sh025.4 4 CGGCGACTGTTCTATAACTTT
MSH6 NM_000179 sh025.3 3 GCAGATTAAGTCTCAGAACTT
MSH6 NM_000179 sh025.2 2 CCAGAAGAATACGAGTTGAAA
MSH6 NM_000179 sh025.1 1 GCCAGAAGAATACGAGTTGAA
MUS81 NM_025128 sh116.5 5 CACGCGCTTCGTATTTCAGAA
MUS81 NM_025128 sh116.4 4 ACTCAGGTCATTGATGGCTTT
MUS81 NM_025128 sh116.3 3 CGCAGGAGCCATCAAGAATAA
MUS81 NM_025128 sh116.2 2 CCTAATGGTCACCACTTCTTA
MUS81 NM_025128 sh116.1 1 GAGTTGGTACTGGATCACATT
MUTYH NM_012222 sh182.4 4 AGCTGGTACGACCAAGAGAAA
MUTYH NM_012222 sh182.3 3 CAAGTCCTGGATAATTTCTTT
MUTYH NM_012222 sh182.2 2 CCACTGTGATCAACTACTATA
MUTYH NM_012222 sh182.1 1 CAAGCTGACATATCAAGTATA
MYC NM_002467 sh434.5 5 CAGGAACTATGACCTCGACTA
MYC NM_002467 sh434.4 4 CAGTTGAAACACAAACTTGAA
MYC NM_002467 sh434.3 3 CCATAATGTAAACTGCCTCAA
MYC NM_002467 sh434.2 2 CCTGAGACAGATCAGCAACAA
MYC NM_002467 sh434.1 1 CCTGAGACAGATCAGCAACA
NADK NM_023018 sh283.5 5 CCAGGAGAACATGATCGTGTA
NADK NM_023018 sh283.4 4 GAGAACTTTCAGTCCCAAGTT
NADK NM_023018 sh283.3 3 GCATCAGCATCACTACCTCAT
NADK NM_023018 sh283.2 2 TCGAGAAGATTATGATGACAT
NADK NM_023018 sh283.1 1 CGATGAGACCTGGAGTTACAA
NAPRT1 NM_145201 sh309.5 5 GCAGTGAGGTGAATGTCATTG
NAPRT1 NM_145201 sh309.4 4 CTCATGGACATGCTGCAGTTA
NAPRT1 NM_145201 sh309.3 3 GTCAGTCCTCATCGTAGTCAG
NAPRT1 NM_145201 sh309.2 2 CACCATGGCGTTGGGCTATTG
NAPRT1 NM_145201 sh309.1 1 TTCCCTGGGTGGCGTCTATAA
NBN NM_002485 sh068.5 5 CCTCTTGATGAACCATCTATT
NBN NM_002485 sh068.4 4 GCAAGCAGATACATGGGATTT
NBN NM_002485 sh068.3 3 GCTCGAAAGAATACAGAACTA
NBN NM_002485 sh068.2 2 GCCGAAATCATGCTGTGTTAA
NBN NM_002485 sh068.1 1 GCTTATTTAGAGTCCTAGTTT
NEIL1 NM_024608 sh115.5 5 CAGAGGTTCTTCAATGGCATT
NEIL1 NM_024608 sh115.4 4 GAGCCAGAAGATAAGGACCAA
NEIL1 NM_024608 sh115.3 3 CCGGAAGGTCAAGGCTGACAT
NEIL1 NM_024608 sh115.2 2 CGCCCTATGTTTCGTGGACAT



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
NEIL1 NM_024608 sh115.1 1 GCTACGAAACCTAGCGGATAA
NEIL2 NM_145043 sh034.5 5 CCATGGAAAGAAATTATTCCT
NEIL2 NM_145043 sh034.4 4 CATCATTAAGAATGAAGCCTT
NEIL2 NM_145043 sh034.3 3 GAACGATTTCTCCAGAGCCAA
NEIL2 NM_145043 sh034.2 2 GCTAGGGAACATCATTAAGAA
NEIL2 NM_145043 sh034.1 1 CGTGTCAGCTTTGGTTTGTTT
NEIL3 NM_018248 sh172.5 5 GCTACCGACTAGAAATACTAT
NEIL3 NM_018248 sh172.4 4 GCCTGTTTAATGGATATGTTT
NEIL3 NM_018248 sh172.3 3 CCTGGATATTCTAACAGTGAA
NEIL3 NM_018248 sh172.2 2 CGGATTCATTTCGGAATGAAA
NEIL3 NM_018248 sh172.1 1 CGGATATACAGCATATTCCAT
NEK1 NM_012224 sh404.5 5 CCTTGCTGATTGGACTTTCAA
NEK1 NM_012224 sh404.4 4 CGCCAACAGATTAAAGCCAAA
NEK1 NM_012224 sh404.3 3 CCGCTAAATATGGAATACCTT
NEK1 NM_012224 sh404.2 2 CGAGAAATACTTCGTAGATTA
NEK1 NM_012224 sh404.1 1 CCTCAACTATATGAAAGCATT
NEK11 NM_024800 sh302.5 5 CCTTACCTTGATGAGCAGCTA
NEK11 NM_024800 sh302.4 4 CACCAAGGCTATGACACAAAG
NEK11 NM_024800 sh302.3 3 GTTGGAGAACTAAATCCAAAT
NEK11 NM_024800 sh302.2 2 GAACCTAATGTGTAGATATTC
NEK11 NM_024800 sh302.1 1 GCCTATGCTTGGAGTCATAAG
NFKB1 NM_003998 sh083.5 5 CGAATGACAGAGGCGTGTATA
NFKB1 NM_003998 sh083.4 4 CCTTTCCTCTACTATCCTGAA
NFKB1 NM_003998 sh083.3 3 GCCTGAACAAATGTTTCATTT
NFKB1 NM_003998 sh083.2 2 CCAGAGTTTACATCTGATGAT
NFKB1 NM_003998 sh083.1 1 CGCCTGAATCATTCTCGATTT
NIBP NM_031466 sh126.5 5 GCTTCTGTCATCTATCACTAT
NIBP NM_031466 sh126.4 4 CCTCGAAAGTTCTCACCACTA
NIBP NM_031466 sh126.3 3 CCGTTTGAACTTCGAGTTGAA
NIBP NM_031466 sh126.2 2 CGTTTGAACTTCGAGTTGAAA
NIBP NM_031466 sh126.1 1 CCTTTGGCCATAGAAAGAAAT
NIFUN NM_014301 sh206.5 5 CCAGCTCATTAGCCACTGAAT
NIFUN NM_014301 sh206.4 4 AGATTGTGGATGCTAGGTTTA
NIFUN NM_014301 sh206.3 3 GTCCCTTGACAAGACATCTAA
NIFUN NM_014301 sh206.2 2 GCATGTGGTGACGTAATGAAA
NIFUN NM_014301 sh206.1 1 CCTGGCTGATTACAAATTGAA
NMNAT1 NM_022787 sh225.5 5 GAAACACAAGATTCTAGTCAA
NMNAT1 NM_022787 sh225.4 4 GCAGATTTATTGGAGTCCTTT
NMNAT1 NM_022787 sh225.3 3 CCCAATTTGTGGAAGAGTGAA
NMNAT1 NM_022787 sh225.2 2 CGCTACTTGGTACCAGATCTT
NMNAT1 NM_022787 sh225.1 1 GTGGAAGTTGATACATGGGAA
NMNAT2 NM_015039 sh226.5 5 GCCCATTTACCAGAACAGCAA
NMNAT2 NM_015039 sh226.4 4 GAGGTGATTGTTGGTGACTTT
NMNAT2 NM_015039 sh226.3 3 CACTCCTCAATACTCCGCAAA
NMNAT2 NM_015039 sh226.2 2 GCCAGGGATTATCTGCACAAA
NMNAT2 NM_015039 sh226.1 1 CGGTATGAAGAGATTGAGCTA
NMNAT3 NM_178177 sh227.5 5 CGATGCTGTCATCACGTACAT
NMNAT3 NM_178177 sh227.4 4 GAATGAGATCAGTGCCACATA
NMNAT3 NM_178177 sh227.3 3 TCTCCTGTCAACGACACCTAT
NMNAT3 NM_178177 sh227.2 2 CAGGAAATAGTGGAGAAGTTT
NMNAT3 NM_178177 sh227.1 1 GCAGAGCGTAAAGTACCTGAT
NOTCH1 NM_017617 sh341.5 5 CAAAGACATGACCAGTGGCTA
NOTCH1 NM_017617 sh341.4 4 GCCGAACCAATACAACCCTCT
NOTCH1 NM_017617 sh341.3 3 CGCTGCCTGGACAAGATCAATC
NOTCH1 NM_017617 sh341.2 2 CTTTGTTTCAGGTTCAGTATT
NOTCH1 NM_017617 sh341.1 1 GATGCCAAATGCCTGCCAGAA
NOX4 NM_016931 sh413.5 5 GAGCCTCAGCATCTGTTCTTA
NOX4 NM_016931 sh413.4 4 CAGAGTTTACCCAGCACAAAT
NOX4 NM_016931 sh413.3 3 CCTGTGGTGTTACTATCTGTA
NOX4 NM_016931 sh413.2 2 CCCTCAACTTCTCAGTGAATT
NOX4 NM_016931 sh413.1 1 GCTGTATATTGATGGTCCTTTC
NR4A1 NM_002135 sh444.5 5 GTACATCTGCCTGGCTAACAA
NR4A1 NM_002135 sh444.4 4 GCCAAACTGGACTACTCCAA



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
NR4A1 NM_002135 sh444.3 3 GTCACGTCTGTTGGGCAAACT
NR4A1 NM_002135 sh444.2 2 TCCTTCCACATGTACATAAAC
NR4A1 NM_002135 sh444.1 1 CAACGCTTCATGCCAGCATTA
NRP1 NM_003873 sh275.5 5 CAGCCTTGAATGCACTTATAT
NRP1 NM_003873 sh275.4 4 CCGAGAGAACAAGGTGTTCAT
NRP1 NM_003873 sh275.3 3 GCTGTGGATGACATTAGTATT
NRP1 NM_003873 sh275.2 2 CGGACCCATACCAGAGAATTA
NRP1 NM_003873 sh275.1 1 GCAACGATAAATGTGGCGATA
NT5E	  (CD73) NM_002526.1 sh459.5 5 CAGGACTTTATTTGCCATATA
NT5E	  (CD73) NM_002526.1 sh459.4 4 GCACTGGGAAATCATGAATTT
NT5E	  (CD73) NM_002526.1 sh459.3 3 CCCATTGATGAACGCAACAAT
NT5E	  (CD73) NM_002526.1 sh459.2 2 CCTCTCAATCATGCCGCTTTA
NT5E	  (CD73) NM_002526.1 sh459.1 1 CCCAGTTATGACCCTCTCAAA
NTHL1 NM_002528 sh060.5 5 GCACGAGATCAATGGACTCTT
NTHL1 NM_002528 sh060.4 4 GCATGTGCACAGAATCGCCAA
NTHL1 NM_002528 sh060.3 3 GATGCTCTCCAGCCAAACCAA
NTHL1 NM_002528 sh060.2 2 GAGCAAGGTGAAATACATCAA
NTHL1 NM_002528 sh060.1 1 CTGGAGGAGCAAGGTGAAATA
NUDT1 NM_002452 sh384.5 5 CGAGTTCTCCTGGGCATGAAA
NUDT1 NM_002452 sh384.4 4 CGAGTTCTCCTGGGCATGAAA
NUDT1 NM_002452 sh384.3 3 CCTGAGCTCATGGACGTGCAT
NUDT1 NM_002452 sh384.2 2 CCCGACGACAGCTACTGGTTT
NUDT1 NM_002452 sh384.1 1 CCTGCTTCAGAAGAAGAAATT
NUDT12 NM_031438 sh307.5 5 GCCGAGCTATTGCACATCAAT
NUDT12 NM_031438 sh307.4 4 GCTGAACTACACAGATATAAA
NUDT12 NM_031438 sh307.3 3 GCTCTAGGTATAGATCCTATT
NUDT12 NM_031438 sh307.2 2 CCAGTAGTAATCATGCAAGTT
NUDT12 NM_031438 sh307.1 1 GCTTAGCTCTAGCAGTGTCTA
NUDT14 NM_177533 sh308.5 5 GCGTCATCTTTGGTGTCTCAT
NUDT14 NM_177533 sh308.4 4 CTCCAGACAGACCATGTTCTA
NUDT14 NM_177533 sh308.3 3 CCAGAAGTCCTGGGACTTCAT
NUDT14 NM_177533 sh308.2 2 CACGCTGCATTACCGCCAGAA
NUDT14 NM_177533 sh308.1 1 CACGCTGCATTACCGCCAGAA
NUDT2 NM_001161 sh299.5 5 GAAGGACTATGACGTGGAGAT
NUDT2 NM_001161 sh299.4 4 CACCAGTTTCTTTGCTCCATA
NUDT2 NM_001161 sh299.3 3 CAAAGTGGACAACAATGCAAT
NUDT2 NM_001161 sh299.2 2 CATCTTCCGAAGATGCCTCAT
NUDT2 NM_001161 sh299.1 1 CAGGAGAGGATGACTTGGAAA
NUDT4 NM_019094 sh300.5 5 GTTGCCATCTAGTGTAAGATA
NUDT4 NM_019094 sh300.4 4 CTGGGCATATTTGAGAACCAA
NUDT4 NM_019094 sh300.3 3 CCGGATAATAATGCCTTGTTT
NUDT4 NM_019094 sh300.2 2 GTTCTAACAGTCACTGAAATA
NUDT4 NM_019094 sh300.1 1 CTCCAGTGTCATAAACCTGTA
NUDT5 NM_014142 sh305.5 5 GAATGGCAAACAGTATATCAT
NUDT5 NM_014142 sh305.4 4 CGTACATGGATCCTACTGGTA
NUDT5 NM_014142 sh305.3 3 GCAGGTCTCATAGATGATGGT
NUDT5 NM_014142 sh305.2 2 GCAAATGCAAAGCCATTTGAA
NUDT5 NM_014142 sh305.1 1 GCCATTTGAAGTGCCCTTCTT
NUDT6 NM_007083 sh306.5 5 GCACAGGGTTACGTGCGGAAT
NUDT6 NM_007083 sh306.4 4 CCATCCTCCAAAGCCGATTTA
NUDT6 NM_007083 sh306.3 3 GCTTCACATCAAGTAGGAGTT
NUDT6 NM_007083 sh306.2 2 GCAGATTACCAGGATATGCTT
NUDT6 NM_007083 sh306.1 1 GCCATATTCATTCACCATAAA
NUDT9 NM_024047 sh289.5 5 GCTGTGAACTACCATGACGAA
NUDT9 NM_024047 sh289.4 4 CCAACGTCATGTCTGGTTCTA
NUDT9 NM_024047 sh289.3 3 CCTAGTGATATATAAGGGATA
NUDT9 NM_024047 sh289.2 2 CCTCAGATCAGTGAAAGTAAT
NUDT9 NM_024047 sh289.1 1 CCCATTATAACCAGATGGAAA
OGG1 NM_002542 sh059.5 5 CGGATCAAGTATGGACACTGA
OGG1 NM_002542 sh059.4 4 CGGCTCATCCAGCTTGATGAT
OGG1 NM_002542 sh059.3 3 GATGTCCATATGTGGCACATT
OGG1 NM_002542 sh059.2 2 CGCAAGTACTTCCAGCTAGAT
OGG1 NM_002542 sh059.1 1 CCTCCCTGTGACTACCTCAAA



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
OPA1 NM_130832 sh119.5 5 CCGCTTTATGACAGAACCGAA
OPA1 NM_130832 sh119.4 4 CCGGACCTTAGTGAATATAAA
OPA1 NM_130832 sh119.3 3 CGGACCTTAGTGAATATAAAT
OPA1 NM_130832 sh119.2 2 CGGGAGTTTGATCTTACCAAA
OPA1 NM_130832 sh119.1 1 GCCCTCTTTGTATTCCCATTT
p53 NM_000546 sh238.4 4 CACCATCCACTACAACTACAT
p53 NM_000546 sh238.3 3 GTCCAGATGAAGCTCCCAGAA
p53 NM_000546 sh238.2 2 TCAGACCTATGGAAACTACTT
p53 NM_000546 sh238.1 1 CGGCGCACAGAGGAAGAGAAT
PADI1 NM_013358 sh327.5 5 GTCCTGACTTTGGATATGTTA
PADI1 NM_013358 sh327.4 4 GCACAGCCAGTAAGGAATTAA
PADI1 NM_013358 sh327.3 3 CTTGTCTTGAACGTGCCCTTT
PADI1 NM_013358 sh327.2 2 GACAATCTTCATGCACAGAAA
PADI1 NM_013358 sh327.1 1 GCACAGCCAGTAAGGAATTAA
PARG NM_003631 sh243.5 5 GCAGTTTAGTAATGCTAACAT
PARG NM_003631 sh243.4 4 GCTGAGCGAGATGTGGTTTAT
PARG NM_003631 sh243.3 3 GCCTAGGAAATTCTCCTCCAT
PARG NM_003631 sh243.2 2 CGATTGCATGTCACTTACGAA
PARG NM_003631 sh243.1 1 GCTAAGATGAAATCGGAGTAT
PARL NM_018622 sh195.5 5 CCACAGGAAGATATGGACCAT
PARL NM_018622 sh195.4 4 CGGACTGTGACAGGTATTATA
PARL NM_018622 sh195.3 3 GCGGACAATGATCAGATATTT
PARL NM_018622 sh195.2 2 GCTGCTATTTGGCAATATGAA
PARL NM_018622 sh195.1 1 CGCAGGTTTAACTTCTTTATT
PARP1 NM_001618 sh002.5 5 CGACCTGATCTGGAACATCAA
PARP1 NM_001618 sh002.4 4 GCTTCACATATCAGCAGGTTA
PARP1 NM_001618 sh002.3 3 CCGAGAAATCTCTTACCTCAA
PARP1 NM_001618 sh002.2 2 GCAGCTTCATAACCGAAGATT
PARP1 NM_001618 sh002.1 1 CTTCGTTAGAATGTCTGCCTT
PARP2 NM_005484 sh003.5 5 GATGAGTAACTGGGTGGGAAT
PARP2 NM_005484 sh003.4 4 CCGAAGGATTGCTTCAAGGTA
PARP2 NM_005484 sh003.3 3 GCCTTGCTGTTAAAGGGCAAA
PARP2 NM_005484 sh003.2 2 CCATGAAAGTTACGAGTTCAA
PARP2 NM_005484 sh003.1 1 GCCACCAATACTCAGGATGAA
PARP3 NM_001003931 sh004.5 5 CCAGTCAAAGATCAACCACTT
PARP3 NM_001003931 sh004.4 4 GCACCATATCAACACGGACAA
PARP3 NM_001003931 sh004.3 3 CCAGACCAACATCGAGAACAA
PARP3 NM_001003931 sh004.2 2 GCACCTGAGTACAAGGTGATA
PARP3 NM_001003931 sh004.1 1 CCCTGAACTTATGCCTCCTAA
PARP4 NM_006437 sh460.5 5 CCGGCCTAAGCATATCACAAG
PARP4 NM_006437 sh460.4 4 CCGGGCTCAGTACAAGTATCA
PARP4 NM_006437 sh460.3 3 CCGGGCACTAATTCAAGAGAA
PARP4 NM_006437 sh460.2 2 CCGGCCTGGGACTATTGGCTA
PARP4 NM_006437 sh460.1 1 CCGGGCATTCAATCTCTAGGT
PBEF1 NM_182790 sh224.5 5 GAAGCCAAAGATGTCTACAAA
PBEF1 NM_182790 sh224.4 4 GTAACTTAGATGGTCTGGAAT
PBEF1 NM_182790 sh224.3 3 CCTACAAGGTTACTCACTATA
PBEF1 NM_182790 sh224.2 2 CCACTAATAATCAGACCTGAT
PBEF1 NM_182790 sh224.1 1 CCACCTTATCTTAGAGTTATT
PCNA NM_002592 sh377.5 5 CACGTATATGCCGAGATCTCA
PCNA NM_002592 sh377.4 4 ACGTCTCTTTGGTGCAGCTCA
PCNA NM_002592 sh377.3 3 GAAGCACCAAACCAGGAGAAA
PCNA NM_002592 sh377.2 2 GATGCTGTTGTAATTTCCTGT
PCNA NM_002592 sh377.1 1 TGAAGCACCAAACCAGGAGAA
PDGFRA NM_006206 sh431.5 5 CAATGGACTTACCCTGGAGAA
PDGFRA NM_006206 sh431.4 4 CCCAACTTTCTTATCCAACTT
PDGFRA NM_006206 sh431.3 3 CGGTGAAAGACAGTGGAGAT
PDGFRA NM_006206 sh431.2 2 CCAGCTTTCATTACCCTCTAT
PDGFRA NM_006206 sh431.1 1 CCAGCCTCATATAAGAAGAAA
PDGFRB NM_002609 sh430.5 5 GACTCGAATTACATCTCCAAA
PDGFRB NM_002609 sh430.4 4 GCTCACCATCATCTCCCTTAT
PDGFRB NM_002609 sh430.3 3 GTGGATTCTGATGCCTACTAT
PDGFRB NM_002609 sh430.2 2 CCCTCAGTCTTAATCCATCCAC



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
PDGFRB NM_002609 sh430.1 1 CCAAAGGAGGACCCATCTATA
PDHA1 NM_000284 sh210.5 5 CGAATGGAGTTGAAAGCAGAT
PDHA1 NM_000284 sh210.4 4 GCCAATCAGTGGATCAAGTTT
PDHA1 NM_000284 sh210.3 3 GTGAGAATAATCGCTATGGAA
PDHA1 NM_000284 sh210.2 2 GCTGGTAGCATCCCGTAATTT
PDHA1 NM_000284 sh210.1 1 CGAGAAATTCTCGCAGAGCTT
PDK1 NM_002610 sh211.5 5 CGTGAATATGTTGAAGTAGAA
PDK1 NM_002610 sh211.4 4 CCAGGGTGTGATTGAATACAA
PDK1 NM_002610 sh211.3 3 CCAAACTGCAATGTACTTGAA
PDK1 NM_002610 sh211.2 2 GCTCTGTCAACAGACTCAATA
PDK1 NM_002610 sh211.1 1 CGGATCAGAAACCGACACAAT
PDK2 NM_002611 sh212.5 5 ACCTTGTTAGACCGAGAGCTT
PDK2 NM_002611 sh212.4 4 AGGAGATCAATGCAGCCAACT
PDK2 NM_002611 sh212.3 3 GTACATAGAGCACTTCAGCAA
PDK2 NM_002611 sh212.2 2 ACAGCCGATTCACATGGTCTA
PDK2 NM_002611 sh212.1 1 CACCTCTACCACATGCTCTTT
PLUNC NM_016583 sh432.5 5 GAGAGATAAGCAGGAGAGGAT
PLUNC NM_016583 sh432.4 4 GAATAAAGTCCTGCCTGAGTT
PLUNC NM_016583 sh432.3 3 GCAGAAATCTTAGCTGTGAGA
PLUNC NM_016583 sh432.2 2 GAAATCTTAGCTGTGAGAGAT
PLUNC NM_016583 sh432.1 1 CGGCATAAAGCTCCAAGTGAA
PLXNB1 NM_002673 sh259.5 5 GTGGCCTACATCGAGTATGAT
PLXNB1 NM_002673 sh259.4 4 CCAACTGCATTCACTCCCAAT
PLXNB1 NM_002673 sh259.3 3 CCCGATCAACAAACTTCTGTA
PLXNB1 NM_002673 sh259.2 2 GCTTGAGTATTTCACTGACAT
PLXNB1 NM_002673 sh259.1 1 CGTGCAAACATCTGATAACAT
PMS1 NM_000534 sh335.5 5 CCTCGCAAAGTGATAAGTTAT
PMS1 NM_000534 sh335.4 4 ATTACAACAAGAACGGCTGCT
PMS1 NM_000534 sh335.3 3 GCACCTGTAATGGCAATGAAG
PMS1 NM_000534 sh335.2 2 CAAGCGTAGATGTTAAACTGG
PMS1 NM_000534 sh335.1 1 CTTCGGTGGTCAGTGTTGTAA
PMS2 NM_000535 sh337.5 5 CCAGTCACTGAAAGGGCTAAA
PMS2 NM_000535 sh337.4 4 GACCTCTTTGATAGGAATGTT
PMS2 NM_000535 sh337.3 3 CGAGAAGTATAACTTCGAGAT
PMS2 NM_000535 sh337.2 2 CGTGTGTGAAGAGTACGGTTT
PMS2 NM_000535 sh337.1 1 CCAGGAAGATACCGGATGTAA
PNKP NM_007254 sh230.5 5 GTGTCAGACATGGTCATGTAT
PNKP NM_007254 sh230.4 4 GACACACTGTATTTGGTCAAT
PNKP NM_007254 sh230.3 3 CTTGGAGAAGTTGCTAGTGTT
PNKP NM_007254 sh230.2 2 GTATGGCTACAGGAAGCAGTT
PNKP NM_007254 sh230.1 1 GAAGCGTATGCGGAAGTCAAA
PolB NM_002690 sh001.5 5 GCAAGGAAGTTTGTAGATGAA
PolB NM_002690 sh001.4 4 CCTGTCAAAGGGTGAGACAAA
PolB NM_002690 sh001.3 3 CCAGCTTCACTTCAGAATCAA
PolB NM_002690 sh001.2 2 GCTAAGAAATTGCCTGGAGTA
PolB NM_002690 sh001.1 1 CTCACAGAACTCGCAAACTTT
POLD1 NM_002691 sh333.5 5 GCTTATCAGCAAGAAGCGCTA
POLD1 NM_002691 sh333.4 4 GTCCACCTTCATCCGTATCAT
POLD1 NM_002691 sh333.3 3 CCTGCCCATTGACACGCAGTA
POLD1 NM_002691 sh333.2 2 CCTGGCACTGATGGAGGAGAT
POLD1 NM_002691 sh333.1 1 CGGTTACAACATCCAGAACTT
POLD3 NM_006591 sh334.5 5 GCATCCAGAAAGCCATGCTAA
POLD3 NM_006591 sh334.4 4 ACTGGCTTCTTCCAGAGGAAA
POLD3 NM_006591 sh334.3 3 GCCCAAAGGAATTATGGGAAT
POLD3 NM_006591 sh334.2 2 CCTCTGTTCAATACTGACTAT
POLD3 NM_006591 sh334.1 1 CGAGTAGCATTATCTGATGAT
POLE NM_006231 sh376.5 5 GCCAAATCACTTGGTGGGTTT
POLE NM_006231 sh376.4 4 CCTGTGTAAAGACTCTTCCTT
POLE NM_006231 sh376.3 3 GCTGACCAGTTGGACAACATT
POLE NM_006231 sh376.2 2 CGCTCCAACATGGTCTACAAT
POLE NM_006231 sh376.1 1 GCAGTGGATTACTACTTTATT
POLG NM_002693 sh071.5 5 GCAGAGGTGCACAGACTTTAT
POLG NM_002693 sh071.4 4 GCTCACTGACAATAGTGCCAT
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POLG NM_002693 sh071.3 3 GCCATGAAGTGGCTGTTTGAA
POLG NM_002693 sh071.2 2 CCTGCAAGAATTTAAGCAGAA
POLG NM_002693 sh071.1 1 GCGCTTACTAATGCAGTTTAA
POLH NM_006502 sh314.5 5 AGTTATGAAGCTCGTGCATTT
POLH NM_006502 sh314.4 4 CATACAGGTAAACCCTATTAT
POLH NM_006502 sh314.3 3 GCTAAGAAGTTATGTCCAGAT
POLH NM_006502 sh314.2 2 GCCGTATCTCATCAAGGCAAA
POLH NM_006502 sh314.1 1 GTGCAGTTGTACAGTACAAAT
POLI NM_007195 sh381.5 5 GCCATAAGCAAACAGTAGCAA
POLI NM_007195 sh381.4 4 CCTCAGTCCTTTAGTGAAGAA
POLI NM_007195 sh381.3 3 CCAGATTCTGTTGATGAGAAA
POLI NM_007195 sh381.2 2 CCCGCTACAGAGAAATGTCTT
POLI NM_007195 sh381.1 1 GCAACCTTAAAGCACTAAATA
POLK NM_016218 sh382.5 5 CAGTTAATCAACCCAAAGAAA
POLK NM_016218 sh382.4 4 CCCAAACATACCCTTGATATA
POLK NM_016218 sh382.3 3 GCCATTGCTAAGGAATTGCTA
POLK NM_016218 sh382.2 2 CCTGTTTGTAACGTAGAACAA
POLK NM_016218 sh382.1 1 GCATTGATCCTAGTGTCTTTA
POLL NM_013274 sh180.5 5 AGCTGGATTCAGCATCTTCAT
POLL NM_013274 sh180.4 4 CAAGAGGAGAATGGTCAGCAA
POLL NM_013274 sh180.3 3 ACTCACATTGTGGTGGATGAA
POLL NM_013274 sh180.2 2 CCTGAAGCATTACAGTGACTT
POLL NM_013274 sh180.1 1 CGACCAATCACAACCTCCATA
POLM NM_013284 sh181.5 5 GCTCGGTTGGACTGGCTCCAA
POLM NM_013284 sh181.4 4 CGGGAAGGACTGCGAACCTTA
POLM NM_013284 sh181.3 3 GCCGTGAGAGTGGACTTGGTA
POLM NM_013284 sh181.2 2 TGCTGGACATAAGCTGGTTAA
POLM NM_013284 sh181.1 1 GCGACACATGTTGTGATGGAA
POLN NM_181808 sh383.5 5 CCTTCATCCATTACCCAAGAT
POLN NM_181808 sh383.4 4 CCATGCCATTCAGGTGAACAA
POLN NM_181808 sh383.3 3 GCATCCTAATATCCAAGGTAT
POLN NM_181808 sh383.2 2 CCAGTGTTGCTCAGAAGATTAC
POLN NM_181808 sh383.1 1 CCTGGTGATAACTGTGATGTA
POLQ NM_006596 sh144.5 5 CCCTGTTACATTCTAGTACAT
POLQ NM_006596 sh144.4 4 GCTGACCAAGATTTGCTATAT
POLQ NM_006596 sh144.3 3 CGTCGTCTCATTCAAGTGTTA
POLQ NM_006596 sh144.2 2 CCTTCAATCTTGCTTGCGAAA
POLQ NM_006596 sh144.1 1 CGGGCCTCTTTAGATATAAAT
POU5F1 NM_002701 sh251.4 4 GAGATTGATAACTGGTGTGTT
POU5F1 NM_002701 sh251.3 3 CCCTCACTTCACTGCACTGTA
POU5F1 NM_002701 sh251.2 2 CGTAGGTTCTTGAATCCCGAA
POU5F1 NM_002701 sh251.1 1 TCATTCACTAAGGAAGGAATT
PPARGC1A NM_013261 sh250.5 5 GACAGCGAAGATGAAAGTGAT
PPARGC1A NM_013261 sh250.4 4 CGACTTGGATACAGACAGCTT
PPARGC1A NM_013261 sh250.3 3 CCTCCTCATAAAGCCAACCAA
PPARGC1A NM_013261 sh250.2 2 CCGTTATACCTGTGATGCTTT
PPARGC1A NM_013261 sh250.1 1 GCAGAGTATGACGATGGTATT
PRF1 NM_005041 sh100.5 5 ACCTGAATCATGGCCACCTAA
PRF1 NM_005041 sh100.4 4 TGCCGCTTCTACAGTTTCCAT
PRF1 NM_005041 sh100.3 3 CCTCAGGCTTATCTCCAACTA
PRF1 NM_005041 sh100.2 2 GCCTATGTGAAGCTCTTCTTT
PRF1 NM_005041 sh100.1 1 CCAACACAATTCTTCTTCCAA
PRKAA1 NM_006251 sh131.5 5 GTTGCCTACCATCTCATAATA
PRKAA1 NM_006251 sh131.4 4 TGATTGATGATGAAGCCTTAA
PRKAA1 NM_006251 sh131.3 3 CCTGGAAGTCACACAATAGAA
PRKAA1 NM_006251 sh131.2 2 CCATCCTGAAAGAGTACCATT
PRKAA1 NM_006251 sh131.1 1 GCATAATAAGTCACAGCCAAA
PRKAA2 NM_006252 sh133.5 5 GCTGTGTTTATCGCCCAATTT
PRKAA2 NM_006252 sh133.4 4 CCCACTGAAACGAGCAACTAT
PRKAA2 NM_006252 sh133.3 3 GTGGCTTATCATCTTATCATT
PRKAA2 NM_006252 sh133.2 2 CGCAGTTTAGATGTTGTTGGA
PRKAA2 NM_006252 sh133.1 1 GCTGTGAAAGAAGTGTGTGAA
PRKAB1 NM_006253 sh134.5 5 GCTGTCTATCAAGGATGGAGT



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
PRKAB1 NM_006253 sh134.4 4 CAGCATGATCTGGAAGTGAAT
PRKAB1 NM_006253 sh134.3 3 CGTCACCACCTTGTTATACAA
PRKAB1 NM_006253 sh134.2 2 CCTCACCAGAAGCCACAATAA
PRKAB1 NM_006253 sh134.1 1 GCCTGGCTATGGAACTAAATA
PRKDC NM_006904 sh350.5 5 GCAGCCTTATTACAAAGACA
PRKDC NM_006904 sh350.4 4 CCACCCTTTGTCTCTTGTATT
PRKDC NM_006904 sh350.3 3 CCAGTGAAAGTCTGAATCATT
PRKDC NM_006904 sh350.2 2 CCGGTAAAGATCCTAATTCTA
PRKDC NM_006904 sh350.1 1 GCAGATAGAAAGCATTACATT
PRKDC NM_006904 sh135.5 5 GCAGCCTTATTACAAAGACAT
PRKDC NM_006904 sh135.4 4 CCACCCTTTGTCTCTTGTATT
PRKDC NM_006904 sh135.3 3 CCAGTGAAAGTCTGAATCATT
PRKDC NM_006904 sh135.2 2 CCGGTAAAGATCCTAATTCTA
PRKDC NM_006904 sh135.1 1 GCAGATAGAAAGCATTACATT
PRP8 NM_006445 sh264.5 5 GCCCTGTATGTGTTACGTGAA
PRP8 NM_006445 sh264.4 4 CGCCTCATGAAACATGATGTT
PRP8 NM_006445 sh264.3 3 CGAGACATCAACCTACAGGAT
PRP8 NM_006445 sh264.2 2 CCCAACTTGTACCGCTACATA
PRP8 NM_006445 sh264.1 1 CCCAACATGAAATATGAGCTA
PTEN NM_000314 sh304.5 5 CCACAAATGAAGGGATATAAA
PTEN NM_000314 sh304.4 4 AGGCGCTATGTGTATTATTAT
PTEN NM_000314 sh304.3 3 CGTGCAGATAATGACAAGGAA
PTEN NM_000314 sh304.2 2 CCACAGCTAGAACTTATCAAA
PTEN NM_000314 sh304.1 1 CTAGAACTTATCAAACCCTTT
PTGS2 NM_000963 sh050.5 5 CCATTCTCCTTGAAAGGACTT
PTGS2 NM_000963 sh050.4 4 CGTTGTGAATAACATTCCCTT
PTGS2 NM_000963 sh050.3 3 CCAGGGCTCAAACATGATGTT
PTGS2 NM_000963 sh050.2 2 GCAGATGAAATACCAGTCTTT
PTGS2 NM_000963 sh050.1 1 GCTGAATTTAACACCCTCTAT
PXN NM_002859 sh273.5 5 ACCCAACTGGAAACCACACAT
PXN NM_002859 sh273.4 4 GCCTTACTGTCAGAACTGCTT
PXN NM_002859 sh273.3 3 CCCAACTGGAAACCACACATA
PXN NM_002859 sh273.2 2 CCTGACGAAAGAGAAGCCTAA
PXN NM_002859 sh273.1 1 CCCGACCTAATTGTCTTTGTT
RAD1 NM_133282 sh117.5 5 GAATTGGATATGACGAGTGAA
RAD1 NM_133282 sh117.4 4 GCAGCACCAATGTTATTAATA
RAD1 NM_133282 sh117.3 3 CCAAGTCAACAGATACAAGAT
RAD1 NM_133282 sh117.2 2 CCTGATGAAGAAGTTCCTGAA
RAD1 NM_133282 sh117.1 1 CCTATCTTGTAAGGTATCTAT
RAD17 NM_133338 sh032.5 5 CGCTCTTTACTCAGGGAATAT
RAD17 NM_133338 sh032.4 4 GCCCTCTCATTTATCAGAATA
RAD17 NM_133338 sh032.3 3 GCCACATCATTAGGTGTGAAT
RAD17 NM_133338 sh032.2 2 GCGACAAAGTATAACAAGTTA
RAD17 NM_133338 sh032.1 1 CCCAGCTTAATGGAGGACATT
RAD18 NM_020165 sh188.5 5 CAATGCCCAATGCGATGCTTT
RAD18 NM_020165 sh188.4 4 GCCCAAGGAAAGATGCTAAAT
RAD18 NM_020165 sh188.3 3 GAACCAAGAAACAAGCGTAAT
RAD18 NM_020165 sh188.2 2 TGCTTCGAGTATTTCAACATT
RAD18 NM_020165 sh188.1 1 CCCTCGACATCCACTTTGAAA
RAD21 NM_006265 sh352.5 5 GCTAATTGTTGACAGTGTCAA
RAD21 NM_006265 sh352.4 4 GCCATTACTTTACCTGAAGAA
RAD21 NM_006265 sh352.3 3 CCAGATAGCATCAGAAATCAT
RAD21 NM_006265 sh352.2 2 GCTGAATCTATCAGTTTGCTT
RAD21 NM_006265 sh352.1 1 GCTAATTGTTGACAGTGTCAA
RAD23A NM_005053 sh095.5 5 GAAGAACTTTGTGGTCGTCAT
RAD23A NM_005053 sh095.4 4 AGGCCTATTTCGCGTGTGAAA
RAD23A NM_005053 sh095.3 3 GCAGACCTTCAAGATCCGCAT
RAD23A NM_005053 sh095.2 2 GATGTCCCTATCAGGGACTAT
RAD23A NM_005053 sh095.1 1 CCCTACCCTTATTCCATGAAA
RAD23B NM_002874 sh057.5 5 CAGCAGATAGGTCGAGAGAAT
RAD23B NM_002874 sh057.4 4 CTCCAGCATCAGCGACAGCAT
RAD23B NM_002874 sh057.3 3 AGAAGCTGGAAGTGGTCATAT
RAD23B NM_002874 sh057.2 2 GTGTACTAGATCCAGAAACTT



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
RAD23B NM_002874 sh057.1 1 CCAGCGTTACTACAGCAGATA
RAD50 NM_005732 sh143.5 5 GCTGTGCTAAATAATGTCATT
RAD50 NM_005732 sh143.4 4 GCCAAATTGAACAAGGAACTA
RAD50 NM_005732 sh143.3 3 CGACCATCATTGAATGTCTAA
RAD50 NM_005732 sh143.2 2 CGCCTAAAGAACGACATAGAA
RAD50 NM_005732 sh143.1 1 CGGGTCTTGATTCAGTCACAT
RAD51 NM_002875 sh064.5 5 CCACAACCCATTTCACGGTTA
RAD51 NM_002875 sh064.4 4 CGGTCAGAGATCATACAGATT
RAD51 NM_002875 sh064.3 3 GCTGAAGCTATGTTCGCCATT
RAD51 NM_002875 sh064.2 2 CGCCCTTTACAGAACAGACTA
RAD51 NM_002875 sh064.1 1 GCTAAGACTAACTCAAGATAA
RAD51C NM_002876 sh072.5 5 GCTTCATAATCACCTTCTGTT
RAD51C NM_002876 sh072.4 4 GTTGGGATATCTAAAGCAGAA
RAD51C NM_002876 sh072.3 3 GAAGCCTTAGAAACTCTGCAA
RAD51C NM_002876 sh072.2 2 GCAAAGAAGTTGGGATATCTA
RAD51C NM_002876 sh072.1 1 CAGAAGAGAATGTCTCACAAA
RAD51L1 NM_002877 sh073.5 5 GCAAACGGCTTATGGGATAAA
RAD51L1 NM_002877 sh073.4 4 CCTGTGATGAAGTTCTACAAA
RAD51L1 NM_002877 sh073.3 3 CCCAGTTATCTTGACGAATCA
RAD51L1 NM_002877 sh073.2 2 CCCAAAGATGCAAACGGCTTA
RAD51L1 NM_002877 sh073.1 1 CCATTATGCAAGTGTTCCTAT
RAD51L3 NM_002878 sh074.5 5 GTCTCTATACTGGAGAAGTGA
RAD51L3 NM_002878 sh074.4 4 GCTGGTCTCTATACTGGAGAA
RAD51L3 NM_002878 sh074.3 3 CGTGTATGTTTCTGGTGGAAA
RAD51L3 NM_002878 sh074.2 2 CCACGTTTCCTTCCCTTATTT
RAD51L3 NM_002878 sh074.1 1 CCTGTGCTGTTGTTTGGGAAA
RAD52 NM_002879 sh063.5 5 GCAGGAGTGACTCAAGAATTA
RAD52 NM_002879 sh063.4 4 GCGAAGAGACAAGATCTTGAA
RAD52 NM_002879 sh063.3 3 GCACAACAGGAAACTGGGAAT
RAD52 NM_002879 sh063.2 2 CCACCAGAAACCACAAGCAAA
RAD52 NM_002879 sh063.1 1 CGGGTAATTAATCTGGCCAAT
RAD54B NM_012415 sh179.5 5 GCAGATTGTTGATGGCTTTAA
RAD54B NM_012415 sh179.4 4 GCTTTATCGAAAGCTGTTAAA
RAD54B NM_012415 sh179.3 3 CCCTGGATCAAATTAAGAATA
RAD54B NM_012415 sh179.2 2 GCAACATTAGATCCACCTCAT
RAD54B NM_012415 sh179.1 1 CCAGAAATCTAACTCCCTGAA
RAD54L NM_003579 sh075.5 5 GTCCATTAAGAAGCGAGCCAA
RAD54L NM_003579 sh075.4 4 GTGAAGATTGAGCAGGTCGTT
RAD54L NM_003579 sh075.3 3 CCTGGATTATATTCTGGCGGT
RAD54L NM_003579 sh075.2 2 CTTTGTAATCATCCAGCTCTA
RAD54L NM_003579 sh075.1 1 CCAGAGTGCAAGCCAGAAATT
RAD9A NM_004584 sh101.5 5 GAAGACTCACAACCTGTCCTT
RAD9A NM_004584 sh101.4 4 GCGGAAGACAGTGAGGGTGAA
RAD9A NM_004584 sh101.3 3 CCCGCTCTTCTTCCAGCAATA
RAD9A NM_004584 sh101.2 2 GCAAACTTGAATCTTAGCATT
RAD9A NM_004584 sh101.1 1 CGACATTGACTCTTACATGAT
RAG2 NM_000536 sh303.5 5 GCCCTACTTGTGATGTGGATA
RAG2 NM_000536 sh303.4 4 CCCAGACATTAAGCACAGCAA
RAG2 NM_000536 sh303.3 3 CCAGTGCAATCCTGACTCAAA
RAG2 NM_000536 sh303.2 2 CCAAACAATGAGGTTTCAGAT
RAG2 NM_000536 sh303.1 1 GCCATGATCTACTGCTCTCAT
RAGE NM_014226 sh297.9 9 CAAGAAGACAGATCCGCAGAA
RAGE NM_014226 sh297.8 8 CTGGTTCTCTTGCACTAATAT
RAGE NM_014226 sh297.7 7 ACCTCTACTAACAACCAATTT
RAGE NM_014226 sh297.6 6 CTGGGCTAATATACTTGTAAA
RAGE NM_014226 sh297.5 5 CGGCTGTGTGTTCTACGAGAT
RAGE NM_014226 sh297.4 4 CGAGGGAGAAGATACCCATTA
RAGE NM_014226 sh297.3 3 GCAGCGCTTTGAAAGTATTGA
RAGE NM_014226 sh297.2 2 GCAGCGCTTTGAAAGTATTGA
RAGE NM_014226 sh297.1 1 GTGGTCAGACTGTCGTCTTAC
RB1 NM_000321 sh021.5 5 CGAAATTGGATCACAGCGATA
RB1 NM_000321 sh021.4 4 CCTCCCATGTTGCTCAAAGAA
RB1 NM_000321 sh021.3 3 CGGCTAAATACACTTTGTGAA
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RB1 NM_000321 sh021.2 2 CGCGTGTAAATTCTACTGCAA
RB1 NM_000321 sh021.1 1 CCACATTATTTCTAGTCCAAA
RBBP7 NM_002893 sh443.5 5 GCGGATAAGACCGTAGCTTTA
RBBP7 NM_002893 sh443.4 4 GCACAGTTTGATGCTTCCCAT
RBBP7 NM_002893 sh443.3 3 CGTGTCATCAATGAAGAATAT
RBBP7 NM_002893 sh443.2 2 CCTCCAGAACTCCTGTTTATT
RBBP7 NM_002893 sh443.1 1 CGTTTCTATATGACCTGGTTA
RBL1 NM_002895 sh067.5 5 GCACAGGCTAATGTGGAGTAT
RBL1 NM_002895 sh067.4 4 CCAGAATACTACGTTCAGCTA
RBL1 NM_002895 sh067.3 3 GCAGTGAATAAGGAGTATGAA
RBL1 NM_002895 sh067.2 2 CCAAGCTAATAGTCACGTATA
RBL1 NM_002895 sh067.1 1 CCCACTGTGGTAATTCCACAT
RBL2 NM_005611 sh141.16 16 CAAGATACTGCTACGTGTAAT
RBL2 NM_005611 sh141.15 15 CCACACCACTAACTGGTGTTA
RBL2 NM_005611 sh141.14 14 GAGCAGAGCTTAATCGAATTT
RBL2 NM_005611 sh141.13 13 GACTAGGAGACATGGATTTAT
RBL2 NM_005611 sh141.12 12 AGACATCTGGACCAGTTATTA
RBL2 NM_005611 sh141.11 11 ATTTCTGGAAACCCTATATTA
RBL2 NM_005611 sh141.10 10 CCTTACATGATGGCCTAGTTT
RBL2 NM_005611 sh141.09 9 GCTGAGAGAAATATGGAACTT
RBL2 NM_005611 sh141.08 8 TACTTCAGCAACAGTCCTTCA
RBL2 NM_005611 sh141.07 7 ATCTTCATTGGTTAGCATGTC
RBL2 NM_005611 sh141.06 6 GCCAGGTGTATAGAAGTGTTT
RBL2 NM_005611 sh141.05 5 CCTTACATGATGGCCTAGTTT
RBL2 NM_005611 sh141.04 4 GCCAGGTGTATAGAAGTGTTT
RBL2 NM_005611 sh141.03 3 CCAGAACATTATGCGTTGTTA
RBL2 NM_005611 sh141.02 2 CCACACCACTAACTGGTGTTA
RBL2 NM_005611 sh141.01 1 GCTGAGAGAAATATGGAACTT
RDM1 NM_145654 sh398.5 5 GAACTGGCGAATTACTACTTT
RDM1 NM_145654 sh398.4 4 GCATTCCAGAAACTGTTGATT
RDM1 NM_145654 sh398.3 3 GCCAAGAACTGGCGAATTACT
RDM1 NM_145654 sh398.2 2 GAAGAAGAACTACACGGTTTA
RDM1 NM_145654 sh398.1 1 GCGAGGTCATGTAACTTCCTT
RECQL NM_002907 sh395.5 5 GCCGCTTGGAATAAAGAAGAT
RECQL NM_002907 sh395.4 4 GCTTTATGAGATGGTATCATA
RECQL NM_002907 sh395.3 3 GCACATGCTATTACTATGCAA
RECQL NM_002907 sh395.2 2 GCCCTCAAACACTGAAGATTT
RECQL NM_002907 sh395.1 1 GCCAATGAAATTCAGGTAGTA
RECQL4 NM_004260 sh090.5 5 CTCCCAATACAGCTTACCGTA
RECQL4 NM_004260 sh090.4 4 CGACCAAGAGTCCACAGCCTA
RECQL4 NM_004260 sh090.3 3 CAGATATGTGACTTCCTCTAT
RECQL4 NM_004260 sh090.2 2 CCTCGATTCCATTATCATTTA
RECQL4 NM_004260 sh090.1 1 CGGCTCAACATGAAGCAGAAA
RECQL5 NM_001003715 sh396.5 5 GTACGCTGAAGAAGGTCTTTG
RECQL5 NM_001003715 sh396.4 4 GCCACTATCATGGCCTTTGAT
RECQL5 NM_001003715 sh396.3 3 CCCTAAAGGTACGAGTAAGTT
RECQL5 NM_001003715 sh396.2 2 CGTCTCTATTACTCCAGGAAT
RECQL5 NM_001003715 sh396.1 1 GCCTTGTGTTTAGACCTGGAT
RELA NM_021975 sh191.5 5 CCTGAGGCTATAACTCGCCTA
RELA NM_021975 sh191.4 4 CACCATCAACTATGATGAGTT
RELA NM_021975 sh191.3 3 GCAGGCTATCAGTCAGCGCAT
RELA NM_021975 sh191.2 2 CGGATTGAGGAGAAACGTAAA
RELA NM_021975 sh191.1 1 GCCTTAATAGTAGGGTAAGTT
RELB NM_006509 sh137.5 5 CGAGAGCAAACGGCGGAAGAA
RELB NM_006509 sh137.4 4 AGCCCGTCTATGACAAGAAAT
RELB NM_006509 sh137.3 3 CACAGATGAATTGGAGATCAT
RELB NM_006509 sh137.2 2 GCTGCGGATTTGCCGAATTAA
RELB NM_006509 sh137.1 1 CATGCTTCTGAAGTGGACATA
REV1L NM_016316 sh380.5 5 GCTGCTTAACAGTCCTGCAAA
REV1L NM_016316 sh380.4 4 CGGTGGAATCGGTTTGGAATA
REV1L NM_016316 sh380.3 3 GCTGTTCGTATGGAAATCAAA
REV1L NM_016316 sh380.2 2 CGCAAGCAAATGGAATTGATT
REV1L NM_016316 sh380.1 1 CATAAGTGCTTGTGAGGTATT
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REV3L NM_002912 sh378.5 5 GCTGAGTTTGAGGGAGACTTT
REV3L NM_002912 sh378.4 4 GCGTTCTCTAAAGCTGCTATT
REV3L NM_002912 sh378.3 3 CGGAGCCATAATGAATAAATT
REV3L NM_002912 sh378.2 2 CCGAAGATTGTGACTTGAATT
REV3L NM_002912 sh378.1 1 CGAGCTATTAAACTGGTGAAT
RFC5 NM_007370 sh301.5 5 GAAAGGCTTTAAGCTAGTGAT
RFC5 NM_007370 sh301.4 4 GAATGCCTTGAGAAGAGTAAT
RFC5 NM_007370 sh301.3 3 GTCACCAGAGACCTGATTGTT
RFC5 NM_007370 sh301.2 2 GCAGACATTGAGTACAGGCTT
RFC5 NM_007370 sh301.1 1 CAGAGGACAGTTCCAGGATAA
RIPK1 NM_003804 sh076.5 5 CTTACAACAGAGAGGAGGAAA
RIPK1 NM_003804 sh076.4 4 CCTTGTTGATAATGACTTCCA
RIPK1 NM_003804 sh076.3 3 CAGGCCAATTCCAAGTCATAT
RIPK1 NM_003804 sh076.2 2 CAGCACAAATACGAACTTCAA
RIPK1 NM_003804 sh076.1 1 AGGTCATGTTCTTTCAGCTTA
RNF146 NM_030963 sh461.5 5 GCTCATTTACAACTCAGTGGA
RNF146 NM_030963 sh461.4 4 GCCAGTAGTGATAGTGAGGAT
RNF146 NM_030963 sh461.3 3 CCTGTTCTAATACTGCACCTT
RNF146 NM_030963 sh461.2 2 GCAGGAAGATTAAGCGAGATA
RNF146 NM_030963 sh461.1 1 CCTGTGAGATGTTTGATATTA
RPA1 NM_002945 sh359.5 5 CCCTAGAACTGGTTGACGAAA
RPA1 NM_002945 sh359.4 4 GCGGCTACAAAGCGTTTCTTT
RPA1 NM_002945 sh359.3 3 CGTGCTGTCTTCAAGCACTAT
RPA1 NM_002945 sh359.2 2 GTCATCAACATCCGTCCCATT
RPA1 NM_002945 sh359.1 1 CGACACCGAATTTCCCAATTT
RPA2 NM_002946 sh360.5 5 CAATCAAGCAAGCTGTGGATT
RPA2 NM_002946 sh360.4 4 CCGCACCTTCTCAAGCCGAAA
RPA2 NM_002946 sh360.3 3 GCACACATGGTACTAAGCAAA
RPA2 NM_002946 sh360.2 2 CCAGGTGTTGAATTTGATTAA
RPA2 NM_002946 sh360.1 1 GCTTGTTACAACATCAAGATA
RPA3 NM_002947 sh361.5 5 CCACCATCTTGTGTACATCTT
RPA3 NM_002947 sh361.4 4 GATCTTGGACTTTACAATGAA
RPA3 NM_002947 sh361.3 3 TCTGGAATTGTGGAAGTGGTT
RPA3 NM_002947 sh361.2 2 GTACATCTTATGTCCAGTTTA
RPA3 NM_002947 sh361.1 1 GCTAGCTCAATTCATCGACAAC
RPA4 NM_013347 sh394.5 5 GTCGTGATACCACTGTAGAAA
RPA4 NM_013347 sh394.4 4 CGGAGTATATGTCAAAGTGTT
RPA4 NM_013347 sh394.3 3 CGGTGATGGATAAATTGACAA
RPA4 NM_013347 sh394.2 2 CCATCAAGGAAGCGATTGATT
RPA4 NM_013347 sh394.1 1 GCGATTGATTATCTGACCGTT
RPS6KB1 NM_003161 sh310.5 5 GCAATCTGAAGAGGATGTAAG
RPS6KB1 NM_003161 sh310.4 4 CCGGAGAATATCATGCTTAAT
RPS6KB1 NM_003161 sh310.3 3 GCGACATCTTTCTCAACCTTA
RPS6KB1 NM_003161 sh310.2 2 CCCATGATCTCCAAACGGCCA
RPS6KB1 NM_003161 sh310.1 1 AGCACAGCAAATCCTCAGACA
RRM2B NM_015713 sh386.5 5 CCGGTTTGTCATCTTTCCAAT
RRM2B NM_015713 sh386.4 4 GCAGCCAGTGATGGAATTGTA
RRM2B NM_015713 sh386.3 3 GCTAAAGAAGAGAGGTCTTAT
RRM2B NM_015713 sh386.2 2 GCGATGGATAGCAGATAGAAA
RRM2B NM_015713 sh386.1 1 GCTGACAGATTACTTGTGGAA
S100A10 NM_002966 sh424.5 5 CTACTTAACAAAGGAGGACCT
S100A10 NM_002966 sh424.4 4 ACCTGAGAGTACTCATGGAAA
S100A10 NM_002966 sh424.3 3 GACCAGTGTAGAGATGGCAAA
S100A10 NM_002966 sh424.2 2 CCATGATGTTTACATTTCACA
S100A10 NM_002966 sh424.1 1 CCATTGCATGCAATGACTATT
SCO2 NM_005138 sh217.5 5 CGTGGACCACTCCATTGCCAT
SCO2 NM_005138 sh217.4 4 CTTCACTCACTGCCCTGACAT
SCO2 NM_005138 sh217.3 3 CCAAACAGGTTGCCCAGGCTA
SCO2 NM_005138 sh217.2 2 CAGTGGGTGCTGATGTACTTT
SCO2 NM_005138 sh217.1 1 CATTGCCATCTACCTGCTCAA
SDHA NM_004168 sh213.5 5 GCATCTGCTAAAGTTTCAGAT
SDHA NM_004168 sh213.4 4 GCAAGCTCTATGGAGACCTAA
SDHA NM_004168 sh213.3 3 GCGATATGATACCAGCTATTT
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SDHA NM_004168 sh213.2 2 GATTTGCTGATGGAAGCATAA
SDHA NM_004168 sh213.1 1 TCGCTATTGCACACCTTATAT
SDHB NM_003000 sh214.5 5 GCAGGACCCATTCTCTCTATA
SDHB NM_003000 sh214.4 4 CCCATGGTATTGGATGCTTTA
SDHB NM_003000 sh214.3 3 CCCGATTTGAGCAACTTCTAT
SDHB NM_003000 sh214.2 2 GCAACCTATAAGGAGAAGAAA
SDHB NM_003000 sh214.1 1 CCAACCTCAATAAGGTCTCAA
SDHC NM_003001 sh215.5 5 GAGCGGTTCTGGAATAAGAAT
SDHC NM_003001 sh215.4 4 CTCATGTATCATACCTGGAAT
SDHC NM_003001 sh215.3 3 CCCTCAGCTCTGTATCAGAAA
SDHC NM_003001 sh215.2 2 CCTGGGAACTTTGAGTCTTAT
SDHC NM_003001 sh215.1 1 CCCACATTACTATCTACAGTT
SDHD NM_003002 sh216.5 5 GCACTTTCAGCTTTAACCTTT
SDHD NM_003002 sh216.4 4 GCCGAGCTCTGTTGCTTCGAA
SDHD NM_003002 sh216.3 3 CATTTCTTCAGGACCGACCTA
SDHD NM_003002 sh216.2 2 GCGAGAGGGTTGTCAGTGTTT
SDHD NM_003002 sh216.1 1 GCTCACAATAAGGAAGAAATA
SERPINB5 NM_002639 sh260.5 5 CCATCCCTTTATTTACATCAT
SERPINB5 NM_002639 sh260.4 4 CCTTGTGGTTAATGCTGCCTA
SERPINB5 NM_002639 sh260.3 3 GCCGTTGATCTGTTCAAACAA
SERPINB5 NM_002639 sh260.2 2 CCACAAAGTGTGCTTAGAAAT
SERPINB5 NM_002639 sh260.1 1 CCCTATGCAAAGGAATTGGAA
SERPINB9 NM_004155 sh091.6 6 CAGAGCCAACAGCATTCTGTT
SERPINB9 NM_004155 sh091.5 5 CAGAGCCAACAGCATTCTGTT
SERPINB9 NM_004155 sh091.4 4 ACGTTTAAGGAATCCTGTCTT
SERPINB9 NM_004155 sh091.3 3 CTTCGGCATTTGGGAATTGTT
SERPINB9 NM_004155 sh091.2 2 CTTCGCACAACGTGTTCTGTT
SERPINB9 NM_004155 sh091.1 1 CGTTTGACGAAACATACACAA
SHFM1 NM_006304 sh345.5 5 GCTGGCTTAGATGAAGATGAA
SHFM1 NM_006304 sh345.4 4 GTAGAGGATGACTTCTCTAAT
SHFM1 NM_006304 sh345.3 3 GCTGAACTAGAGAAACATGGT
SHFM1 NM_006304 sh345.2 2 GAACTAGAGAAACATGGTTAT
SHFM1 NM_006304 sh345.1 1 CCAGAAGAAGTGTTGAAGTAA
SHPRH NM_173082 sh400.5 5 GCACTACATGAGCAAGTGTAA
SHPRH NM_173082 sh400.4 4 GCACTTCTTATGGCGAGAGAT
SHPRH NM_173082 sh400.3 3 CCAGGAGAAATCGCAGTAAAT
SHPRH NM_173082 sh400.2 2 CCGCCTGTTCTTCATATCATT
SHPRH NM_173082 sh400.1 1 CCAGCGTTTGAGTGGGATTAA
SIRT1 NM_012238 sh009.5 5 GCGGCTTGATGGTAATCAGTA
SIRT1 NM_012238 sh009.4 4 CGGTGATGAAATTATCACTAA
SIRT1 NM_012238 sh009.3 3 GCGGGAATCCAAAGGATAATT
SIRT1 NM_012238 sh009.2 2 CCTCGAACAATTCTTAAAGAT
SIRT1 NM_012238 sh009.1 1 GCAAAGCCTTTCTGAATCTAT
SIRT2 NM_012237 sh218.5 5 GCTAAGCTGGATGAAAGAGAA
SIRT2 NM_012237 sh218.4 4 GCCAACCATCTGTCACTACTT
SIRT2 NM_012237 sh218.3 3 CCTGCTCATCAACAAGGAGAA
SIRT2 NM_012237 sh218.2 2 GCCATCTTTGAGATCAGCTAT
SIRT2 NM_012237 sh218.1 1 CCTGTGGCTAAGTAAACCATA
SIRT3 NM_012239 sh219.4 4 GCGGCTCTACACGCAGAACAT
SIRT3 NM_012239 sh219.3 3 CCCAACGTCACTCACTACTTT
SIRT3 NM_012239 sh219.2 2 GTGGGTGCTTCAAGTGTTGTT
SIRT3 NM_012239 sh219.1 1 TCTTGCTGCATGTGGTTGATT
SIRT4 NM_012240 sh220.10 10 GGATCATCCTTGCAGGTATAC
SIRT4 NM_012240 sh220.09 9 GAACCCTGACAAGGTTGATTT
SIRT4 NM_012240 sh220.08 8 ACAGGGACTTTCACTTGAATC
SIRT4 NM_012240 sh220.07 7 CTCCTGATGGTGACGTCTTTC
SIRT4 NM_012240 sh220.06 6 GCTGACCACAGCCTGATATTC
SIRT4 NM_012240 sh220.05 5 CCAGCGGTACTGGGCGAGAAA
SIRT4 NM_012240 sh220.04 4 GCGCTTCATCACCCTTTCCAA
SIRT4 NM_012240 sh220.03 3 GAACCCTGACAAGGTTGATTT
SIRT4 NM_012240 sh220.02 2 CCGTGCTCGAAAGCCTCCATT
SIRT4 NM_012240 sh220.01 1 CCCGATTGCAATACTGAACAT
SIRT5 NM_012241 sh221.5 5 GAGCTGGTGTTAGTGCAGAAA



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
SIRT5 NM_012241 sh221.4 4 CGTCCACACGAAACCAGATTT
SIRT5 NM_012241 sh221.3 3 GCTACGAACAGATTCAGGTTT
SIRT5 NM_012241 sh221.2 2 GAGTCCAATTTGTCCAGCTTT
SIRT5 NM_012241 sh221.1 1 CCAGCTATATTGTGGCCTGAA
SIRT6 NM_016539 sh222.10 10 ACCCGGATCAACGGCTCTATC
SIRT6 NM_016539 sh222.09 9 TGTCCATCACGCTGGGTACAT
SIRT6 NM_016539 sh222.08 8 GCTACGTTGACGAGGTCATGA
SIRT6 NM_016539 sh222.07 7 GAAGAATGTGCCAAGTGTAAG
SIRT6 NM_016539 sh222.06 6 CTCCCTGGTCTCCAGCTTAAA
SIRT6 NM_016539 sh222.05 5 GCTGGGTACATCGCTGCAGAT
SIRT6 NM_016539 sh222.04 4 CACGGGAACATGTTTGTGGAA
SIRT6 NM_016539 sh222.03 3 CACCCGGATCAACGGCTCTAT
SIRT6 NM_016539 sh222.02 2 GCAGTCTTCCAGTGTGGTGTT
SIRT6 NM_016539 sh222.01 1 TGGAAGAATGTGCCAAGTGTA
SIRT7 NM_016538 sh223.4 4 CGGGACACCATTGTGCACTTT
SIRT7 NM_016538 sh223.3 3 CTTCAGAAAGGGAGAAGCGTT
SIRT7 NM_016538 sh223.2 2 GCCTGAAGGTTCTAAAGAAGT
SIRT7 NM_016538 sh223.1 1 CGCCAAATACTTGGTCGTCTA
SLC11A1 NM_000578 sh207.5 5 CTCCTTGAAGAGGACCAGAAA
SLC11A1 NM_000578 sh207.4 4 CCTTATAACCATTATGGCCTT
SLC11A1 NM_000578 sh207.3 3 CCCACCCTCATGCAGGAGTTT
SLC11A1 NM_000578 sh207.2 2 CTCCTTTATCATCAACCTCTT
SLC11A1 NM_000578 sh207.1 1 CCAGGAAACATCGAGTCAGAT
SLC19A1 NM_003056 sh069.5 5 CATCGCCTATTCCTCCTACAT
SLC19A1 NM_003056 sh069.4 4 CCGCAAGCAGTTCCAGTTATA
SLC19A1 NM_003056 sh069.3 3 GATTGCATCTTCTCTGTCTAA
SLC19A1 NM_003056 sh069.2 2 CGACGGTGTTCAGAATGTGAA
SLC19A1 NM_003056 sh069.1 1 CCAGTTATACTCCGTGTACTT
SMAD4 NM_005359 sh344.5 5 GTACTTCATACCATGCCGATT
SMAD4 NM_005359 sh344.4 4 CGAGTTGTATCACCTGGAATT
SMAD4 NM_005359 sh344.3 3 GCTGCTGGAATTGGTGTTGA
SMAD4 NM_005359 sh344.2 2 CCTGAGTATTGGTGTTCCATT
SMAD4 NM_005359 sh344.1 1 GCAGACAGAAACTGGATTAAA
SMARCA3 NM_003071 sh399.5 5 GCAGGTGGAGTTGGTTTGAAT
SMARCA3 NM_003071 sh399.4 4 CGTATTAGAGAACCGGCCTTA
SMARCA3 NM_003071 sh399.3 3 GCAAGAAGTTATCATCACAAA
SMARCA3 NM_003071 sh399.2 2 GCTGTGTCTGAGGTATAAATA
SMARCA3 NM_003071 sh399.1 1 GTTGCCATACTTACCTTCTTA
SMC5 NM_015110 sh401.5 5 CAACAGATATTAAGGAGGCAT
SMC5 NM_015110 sh401.4 4 GAGGTGAAAGAAGTGTTTCTA
SMC5 NM_015110 sh401.3 3 GAGAAAGAATTGAACGGGTAA
SMC5 NM_015110 sh401.2 2 GCATTATGTGAAGGCGAAATA
SMC5 NM_015110 sh401.1 1 GCGAAACTTGTTACCGAATTA
SMC6 NM_024624 sh351.5 5 CCTGGATGAATTTGATGTCTA
SMC6 NM_024624 sh351.4 4 GCCATCAGAGATAATATCAAA
SMC6 NM_024624 sh351.3 3 GCATCAATTCTGGACAAAGAA
SMC6 NM_024624 sh351.2 2 CACCCTACCAAGAGCTTATAA
SMC6 NM_024624 sh351.1 1 ACCGATCCTTAAACGAATATA
SMUG1 NM_014311 sh187.5 5 CATCTACAATCCCGTGGAGTA
SMUG1 NM_014311 sh187.4 4 CATCATCTACAATCCCGTGGA
SMUG1 NM_014311 sh187.3 3 CCTCCTGATTCCTGCTTTCTT
SMUG1 NM_014311 sh187.2 2 CCAAGACAAAGCATGGGACAT
SMUG1 NM_014311 sh187.1 1 GCCAAGCAGATGACAACACAT
SND1 NM_014390 sh178.5 5 GCTGATGATGCAGACGAATTT
SND1 NM_014390 sh178.4 4 CGGGATCTCAAGTATACCATT
SND1 NM_014390 sh178.3 3 GCCAAAGGAAACTTGCCTTAT
SND1 NM_014390 sh178.2 2 GCGAGAGTATGGCATGATCTA
SND1 NM_014390 sh178.1 1 CCCACAGCTAATTTGGACCAA
SPO11 NM_012444 sh177.5 5 GAGTGTACTTACCTAACAAAT
SPO11 NM_012444 sh177.4 4 CAAGAAATGAAGCACCTGCAT
SPO11 NM_012444 sh177.3 3 CCATCGAATATTCAAGGAATT
SPO11 NM_012444 sh177.2 2 GCATCTATAAGTATGGATCTA
SPO11 NM_012444 sh177.1 1 CGGCTCCTAGATGACAACTTT



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
SSRP1 NM_003146 sh458.5 5 GCCATGGACTTAAACTGCTTA
SSRP1 NM_003146 sh458.4 4 CGCTTCGATGAGATCTCCTTT
SSRP1 NM_003146 sh458.3 3 GCATGGCAAGACCTTTGACTA
SSRP1 NM_003146 sh458.2 2 GCGATGACTCAGGAGAAGAAA
SSRP1 NM_003146 sh458.1 1 CGAGTCTTCTAAGAGGGACAA
STAT1 NM_007315 sh322.5 5 GAACAGAAATACACCTACGAA
STAT1 NM_007315 sh322.4 4 CCCAAAGTATCAGGACGAGAAC
STAT1 NM_007315 sh322.3 3 CTGGAAGATTTACAAGATGAA
STAT1 NM_007315 sh322.2 2 CGACAGTATGATGAACACAGT
STAT1 NM_007315 sh322.1 1 CCCTGAAGTATCTGTATCCAA
STAT3 NM_003150 sh323.5 5 GCAAAGAATCACATGCCACTT
STAT3 NM_003150 sh323.4 4 GCACAATCTACGAAGAATCAA
STAT3 NM_003150 sh323.3 3 GCTGAAATCATCATGGGCTAT
STAT3 NM_003150 sh323.2 2 GCTGACCAACAATCCCAAGAA
STAT3 NM_003150 sh323.1 1 CGGATCATAAGGTCAGGAGAT
STUB1 NM_005861 sh452.5 5 CGCGAAGAAGAAGCGCTGGAA
STUB1 NM_005861 sh452.4 4 GCAGTCTGTGAAGGCGCACTT
STUB1 NM_005861 sh452.3 3 GACGCATTCATCTCTGAGAAT
STUB1 NM_005861 sh452.2 2 GAAGAGGAAGAAGCGAGACAT
STUB1 NM_005861 sh452.1 1 CCCAAGTTCTGCTGTTGGACT
SUPT16H NM_007192 sh457.5 5 CCCTGTGATGGAGAAATGATT
SUPT16H NM_007192 sh457.4 4 CCTGCCATCACACTGCTAATA
SUPT16H NM_007192 sh457.3 3 CGGGCAGCATTACTTACAGAA
SUPT16H NM_007192 sh457.2 2 CGCAAGTCTAATGTGTCCTAT
SUPT16H NM_007192 sh457.1 1 CCTAGAATACCCTGATGAGAA
TDG NM_003211 sh272.4 4 GACATTGTCATTATTGGCATA
TDG NM_003211 sh272.3 3 CCTTTAGTAATCACTGTGGAA
TDG NM_003211 sh272.2 2 GAACGAAATATGGACGTTCAA
TDG NM_003211 sh272.1 1 CAGTTGTGAATGAACAGCAAA
TDP1 NM_018319 sh176.5 5 CCTTATGTCAAAGCACCGGAT
TDP1 NM_018319 sh176.4 4 GCACGATCTCTCTGAAACAAA
TDP1 NM_018319 sh176.3 3 CCATATCTAGTAGTGATGAAA
TDP1 NM_018319 sh176.2 2 GCGGACCAGTTTAGAAGGATA
TDP1 NM_018319 sh176.1 1 CCGATGAATCAAAGTGGTTAT
TFF2 NM_005423 sh374.5 5 CTCCCAAAGCAAGAGTCGGAT
TFF2 NM_005423 sh374.4 4 ACTTCATCTTTGAAGTGCCCT
TFF2 NM_005423 sh374.3 3 CCCTGGAATCACCAGTGACCA
TFF2 NM_005423 sh374.2 2 AGTCTGTGGAAGACTGCCATT
TFF2 NM_005423 sh374.1 1 AGACCGAAGAAACTGTGGCTA
TMEM16A NM_018043 sh258.5 5 GCTGATCCAGAACAACCTGTT
TMEM16A NM_018043 sh258.4 4 CGACCTGGTCAGGAAGTATTT
TMEM16A NM_018043 sh258.3 3 CATCGGAATCTGGTACAATAT
TMEM16A NM_018043 sh258.2 2 CCTCACTAACTTGGTCTCCAT
TMEM16A NM_018043 sh258.1 1 CGTCGAGTTCAACGACAGAAA
TOP3A NM_004618 sh353.5 5 GCCAGAATGTTACCATGGTAA
TOP3A NM_004618 sh353.4 4 CGGTGGCTAAAGCAAAGAAAT
TOP3A NM_004618 sh353.3 3 GCTTCTCGAAAGTTGAGAATA
TOP3A NM_004618 sh353.2 2 CGAGTTTATTGTTCGCCATTT
TOP3A NM_004618 sh353.1 1 CCAGAAATCTTCCACAGAATT
TOP3B NM_003935 sh354.5 5 CCAGGTTTCAGACTAAATATT
TOP3B NM_003935 sh354.4 4 GCCAAGGTTAACACTGACAAA
TOP3B NM_003935 sh354.3 3 CCGAGACATGAAGAAAGGCAT
TOP3B NM_003935 sh354.2 2 CCCTGTGCATATCAACAACAT
TOP3B NM_003935 sh354.1 1 CCCTGAGAACTTTGACCTGAA
TOPBP1 NM_007027 sh234.5 5 CCCTTTAATGATTCTACTCAT
TOPBP1 NM_007027 sh234.4 4 GCCTAGTTGTCCCACACAATA
TOPBP1 NM_007027 sh234.3 3 GCGTAAGTGAATCAATATGTA
TOPBP1 NM_007027 sh234.2 2 CCGTCGTTACACCTTTAGATA
TOPBP1 NM_007027 sh234.1 1 CCGTCGTTACACCTTTAGATA
TP53BP1 NM_005657 sh346.5 5 CCCTTGTTCAGGACAGTCTTT
TP53BP1 NM_005657 sh346.4 4 CCCATAACAAAGATATTGCTT
TP53BP1 NM_005657 sh346.3 3 CCTCTCAACAAGACCTTGTTT
TP53BP1 NM_005657 sh346.2 2 CCAGTGTGATTAGTATTGATT



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
TP53BP1 NM_005657 sh346.1 1 GATACTTGGTCTTACTGGTTT
TP73 NM_005427 sh096.5 5 CCAAGGGTTACAGAGCATTTA
TP73 NM_005427 sh096.4 4 CCCACCACTTTGAGGTCACTT
TP73 NM_005427 sh096.3 3 GTGTCCAAACTGCATCGAGTA
TP73 NM_005427 sh096.2 2 CCCGCTCTTGAAGAAACTCTA
TP73 NM_005427 sh096.1 1 CTCTCCTTCCTGTGTGTCCAA
TP73L NM_003722 sh082.5 5 CCGTTTCGTCAGAACACACAT
TP73L NM_003722 sh082.4 4 CCCAGCTCATTTCTCTTGGAA
TP73L NM_003722 sh082.3 3 GAGTGGAATGACTTCAACTTT
TP73L NM_003722 sh082.2 2 CCTAGTCATTTGATTCGAGTA
TP73L NM_003722 sh082.1 1 GCCACATCAAACCTTTGAGTA
TRAF2 NM_021138 sh189.5 5 CGACCAGAATAACCGGGAGCA
TRAF2 NM_021138 sh189.4 4 CCCTGAAAGAATACGAGAGCT
TRAF2 NM_021138 sh189.3 3 CGAGACGGTAGAGGGTGAGAA
TRAF2 NM_021138 sh189.2 2 CTCGGGCATGACAGGCAGAAA
TRAF2 NM_021138 sh189.1 1 CCCTTGCAGATTCCACGCCAT
TRAF3 NM_003300 sh065.5 5 GAGCAGTTAATGCTGGGACAT
TRAF3 NM_003300 sh065.4 4 CCTTGGCCGTTTAAGCAGAAA
TRAF3 NM_003300 sh065.3 3 CCTTCATTTACAGCGAGTGAT
TRAF3 NM_003300 sh065.2 2 CGTGTCAAGAGAGCATCGTTA
TRAF3 NM_003300 sh065.1 1 CCAGCCTTTCTACACTGGTTA
TRAF5 NM_004619 sh098.5 5 CCTGTCAGTTTCGAAAGGAAA
TRAF5 NM_004619 sh098.4 4 GCTGGAGGGTACTTGCTATAA
TRAF5 NM_004619 sh098.3 3 CCCTGTAGATAAAGAGGTCAT
TRAF5 NM_004619 sh098.2 2 CCCAGTATAGAGTACCAGTTT
TRAF5 NM_004619 sh098.1 1 GCTGCATAAGAACTGGTGAAT
TRAF6 NM_004620 sh099.5 5 CCTGGATTCTACACTGGCAAA
TRAF6 NM_004620 sh099.4 4 CCCATCTGCTTGATGGCATTA
TRAF6 NM_004620 sh099.3 3 CGAAGAGATAATGGATGCCAA
TRAF6 NM_004620 sh099.2 2 CGGAATTTCCAGGAAACTATT
TRAF6 NM_004620 sh099.1 1 GCCACGGGAAATATGTAATAT
TREX1 NM_033629 sh246.5 5 CAAGACCATCTGCTGTCACAA
TREX1 NM_033629 sh246.4 4 CCAAGGAAGAGCTACAGCCTA
TREX1 NM_033629 sh246.3 3 AGCATCTACACTCGCCTGTAT
TREX1 NM_033629 sh246.2 2 CTTGCCCTTCTCCCAGCCCAA
TREX1 NM_033629 sh246.1 1 CAAGGATCTTCCTCCAGTGAA
TREX1 NM_033629 sh130.5 5 CTTGCCCTTCTCCCAGCCCAA
TREX1 NM_033629 sh130.4 4 CTTGCCCTTCTCCCAGCCCAA
TREX1 NM_033629 sh130.3 3 CAAGGATCTTCCTCCAGTGAA
TREX1 NM_033629 sh130.2 2 CAAGGATCTTCCTCCAGTGAA
TREX1 NM_033629 sh130.1 1 AGCATCTACACTCGCCTGTAT
TREX2 NM_080701 sh112.5 5 CCACCGCTCCTCCCTGGAGAA
TREX2 NM_080701 sh112.4 4 CGGCAGCCTCTTCCACCGCTA
TREX2 NM_080701 sh112.3 3 TGGATGATTGTGGCAGCAGAA
TREX2 NM_080701 sh112.2 2 CTCTAGTTTGAGGACTTGCTA
TREX2 NM_080701 sh112.1 1 TGGCCCACAATGGCTTTGATT
TRPM2 NM_003307 sh291.4 4 GCCTGAGTTTGTGAAGCTCTT
TRPM2 NM_003307 sh291.3 3 CTGATCTATGACCCACCCTTT
TRPM2 NM_003307 sh291.2 2 GAAGAAAGAATGCGTGTATTT
TRPM2 NM_003307 sh291.1 1 CCTGAACATCCTCTCCTACTT
TSC1 NM_000368 sh256.5 5 GCTACATATCATGGACTACAA
TSC1 NM_000368 sh256.4 4 GCAGCCATCTTGGAAGCATAA
TSC1 NM_000368 sh256.3 3 GCCAAGAAAGACCACCTTCTT
TSC1 NM_000368 sh256.2 2 GCACTCTTTCATCGCCTTTAT
TSC1 NM_000368 sh256.1 1 CCACACATTTAATTCAGCTTT
TSC2 NM_000548 sh257.5 5 GAGGGTAAACAGACGGAGTTT
TSC2 NM_000548 sh257.4 4 CCAACGAAGACCTTCACGAAA
TSC2 NM_000548 sh257.3 3 CGCTATAAAGTGCTCATCTTT
TSC2 NM_000548 sh257.2 2 GCTCATCAACAGGCAGTTCTA
TSC2 NM_000548 sh257.1 1 CGACGAGTCAAACAAGCCAAT
UBE2A NM_003336 sh058.5 5 ACCTCCCTACTCCTGTCATTA
UBE2A NM_003336 sh058.4 4 CCAGGAGAACAAACGGGAATA
UBE2A NM_003336 sh058.3 3 CCATTCTAACATCCATACAGT



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
UBE2A NM_003336 sh058.2 2 TCTTCCATTCTAACATCCATA
UBE2A NM_003336 sh058.1 1 CCAATCCCAATAGTCCAGCAA
UBE2B NM_003337 sh079.5 5 CATGCGGGATTTCAAGCGGTT
UBE2B NM_003337 sh079.4 4 CGGGATTTCAAGCGGTTACAA
UBE2B NM_003337 sh079.3 3 GAATCCTAACAGTCCAGCCAA
UBE2B NM_003337 sh079.2 2 GCAGTTATATTTGGACCAGAA
UBE2B NM_003337 sh079.1 1 GCTTTAATTGTGTGGTGCTTT
UBE2N NM_003348 sh084.5 5 CTAGGCTATATGCCATGAATA
UBE2N NM_003348 sh084.4 4 CCTTCCAGAAGAATACCCAAT
UBE2N NM_003348 sh084.3 3 CCATAGAAACAGCTAGAGCAT
UBE2N NM_003348 sh084.2 2 GCCTTGTTAAGTGCTCCCAAT
UBE2N NM_003348 sh084.1 1 GCTGAGGCATTTGTGAGTCTT
UBE2V2 NM_003350 sh080.5 5 GCCCGGAGCATACCAGTGTTA
UBE2V2 NM_003350 sh080.4 4 GCTCCTCCGTCAGTTAGATTT
UBE2V2 NM_003350 sh080.3 3 GTCTTAAATCAACAACCTTCT
UBE2V2 NM_003350 sh080.2 2 CAGAAGGACAAACATACAACA
UBE2V2 NM_003350 sh080.1 1 CAAGGTGGACAGGCATGATTA
UBE3B NM_130466 sh331.5 5 GCTGGTCACTATCTCCTCTTT
UBE3B NM_130466 sh331.4 4 CGTGCCATTTGCATCCTTCTT
UBE3B NM_130466 sh331.3 3 CCCAGTGAAGAGTCTCCTAAA
UBE3B NM_130466 sh331.2 2 CCGTGATGTATGTGAAAGTTT
UBE3B NM_130466 sh331.1 1 GCTCGGTTCCTTTGAAGATTT
ULK1 NM_003565 sh248.5 5 TACACGCCATCTCCTCAAGTT
ULK1 NM_003565 sh248.4 4 ACATCGAGAACGTCACCAAGT
ULK1 NM_003565 sh248.3 3 CCTGGTTATGGAGTACTGCAA
ULK1 NM_003565 sh248.2 2 CAAGTGCATTAACAAGAAGAA
ULK1 NM_003565 sh248.1 1 GCCCTTTGCGTTATATTGTAT
ULK2 NM_014683 sh249.5 5 TCCCAGAGAAACATCACCTTA
ULK2 NM_014683 sh249.4 4 GCAGACCGAAGATATTGTTTA
ULK2 NM_014683 sh249.3 3 GTCAGTGGTATTCGCATCAAA
ULK2 NM_014683 sh249.2 2 CTCATCTATAATTGTGCTGTA
ULK2 NM_014683 sh249.1 1 GCAGTTTGATATTTGGAGTAA
UNG NM_003362 sh092.5 5 GTCAGTGTATAGAGGGTTCTT
UNG NM_003362 sh092.4 4 CCGCCCAGTTTGGAGAACATT
UNG NM_003362 sh092.3 3 GCAGTTGTGTCCTGGCTAAAT
UNG NM_003362 sh092.2 2 GATCCATATCATGGACCTAAT
UNG NM_003362 sh092.1 1 GCCCAGAAATTAGGGCTCAAT
UNG2 NM_021147 sh298.5 5 CATTAGCTTCTTCCTGACATT
UNG2 NM_021147 sh298.4 4 CGTTTCTCTTTCTGAACTCTT
UNG2 NM_021147 sh298.3 3 GTTTCCAGTTTCCATTGCGTT
UNG2 NM_021147 sh298.2 2 CAGTACTTCCTTGACTCACAT
UNG2 NM_021147 sh298.1 1 GATTCTTCTTGGCCCTTCCTT
USP1 NM_003368 sh390.5 5 GCTAGTGGTTTGGAGTTTGAT
USP1 NM_003368 sh390.4 4 GCTCGTATTTGTATTCTCCAT
USP1 NM_003368 sh390.3 3 CCAGTGACCAAACAGGCATTA
USP1 NM_003368 sh390.2 2 CCAGAGACAAACTAGATCAAA
USP1 NM_003368 sh390.1 1 GACTGAATAATCTCGGCAATA
USP3 NM_006537 sh408.4 4 GCCCATGAATTCAATGCGCTA
USP3 NM_006537 sh408.3 3 CCAACCATAAGAAATCAGAAA
USP3 NM_006537 sh408.2 2 GCCTCATATGTGGGACAGAAT
USP3 NM_006537 sh408.1 1 GCTGCCTTTCCACAGCTATAA
VEGF NM_003376 sh077.5 5 ATGCGGATCAAACCTCACCAA
VEGF NM_003376 sh077.4 4 GACGTGTAAATGTTCCTGCAA
VEGF NM_003376 sh077.3 3 GCGCAAGAAATCCCGGTATAA
VEGF NM_003376 sh077.2 2 CGAACGTACTTGCAGATGTGA
VEGF NM_003376 sh077.1 1 AGGGCAGAATCATCACGAAGT
WRN NM_000553 sh012.5 5 GCTGGCAATTACCAGAACAAT
WRN NM_000553 sh012.4 4 CCTGTTTATGTAGGCAAGATT
WRN NM_000553 sh012.3 3 CCATTATACAATAGAGGGAAA
WRN NM_000553 sh012.2 2 CGTTGCTTAAATCTGAGAAAT
WRN NM_000553 sh012.1 1 CCTGTAAGATTGCTTTAAGAA
XAB2 NM_020196 sh373.5 5 CGGAACCAATTCTCTGTCAAA
XAB2 NM_020196 sh373.4 4 GCAGTATGACATGTTCAACAT



	  	  GeneSymbol pmID LCFVector shRNAClone tarSeq
XAB2 NM_020196 sh373.3 3 GACCAAATTCATTGCCCGCTA
XAB2 NM_020196 sh373.2 2 GCTTCGCTACATCGAGTTCAA
XAB2 NM_020196 sh373.1 1 CCATCAAGGAAATGCTGCGTA
XPA NM_000380 sh026.5 5 GACCTGTTATGGAATTTGATT
XPA NM_000380 sh026.4 4 CATGAGTATGGACCAGAAGAA
XPA NM_000380 sh026.3 3 GCTGATGATAAACACAAGCTT
XPA NM_000380 sh026.2 2 GCATTAGAAGAAGCAAAGGAA
XPA NM_000380 sh026.1 1 GCACAATGTCATGTCTGTGAT
XPC NM_004628 sh109.5 5 GCAACAGCAAAGGGAAAGAAA
XPC NM_004628 sh109.4 4 GCCTCTGACCTGTTACAAGTA
XPC NM_004628 sh109.3 3 GCAGGCAGTCATTGAAAGGAA
XPC NM_004628 sh109.2 2 CCCACTGCCATTGGCTTATAT
XPC NM_004628 sh109.1 1 CCAGTGGAGATAGAGATTGAA
XPO1 NM_003400 sh462.5 5 CCTCACCTACAAGATGCTCAA
XPO1 NM_003400 sh462.4 4 GCTCAAGAAGTACTGACACAT
XPO1 NM_003400 sh462.3 3 GCTCATTTGTGAGCCTTCATT
XPO1 NM_003400 sh462.2 2 CCTTCATTAACTCGAAGTGAA
XPO1 NM_003400 sh462.1 1 CCATTGTAAAGCGACTTCAAA
XRCC1 NM_006297 sh005.5 5 CGATGGATCTACAGTTGCAAT
XRCC1 NM_006297 sh005.4 4 CGATACGTCACAGCCTTCAAT
XRCC1 NM_006297 sh005.3 3 GACCTAAATTGCCAGCTCCAA
XRCC1 NM_006297 sh005.2 2 CCAGTGCTCCAGGAAGATATA
XRCC1 NM_006297 sh005.1 1 CCTTCTGGTCACCTCATCTTT
XRCC2 NM_005431 sh108.5 5 ACCCACTTACTTCTTACACTT
XRCC2 NM_005431 sh108.4 4 CCAAACAAGATGATTCTCAAA
XRCC2 NM_005431 sh108.3 3 CCCGACTTGAAGGTAGAAGTT
XRCC2 NM_005431 sh108.2 2 CCCACTTACTTCTTACACTTT
XRCC2 NM_005431 sh108.1 1 CCAGTCCAAATGGCTATTATA
XRCC3 NM_005432 sh107.5 5 CTTGTTGGAGTGTGTGAATAA
XRCC3 NM_005432 sh107.4 4 CTGCTTCAGAAGCTCCGATTT
XRCC3 NM_005432 sh107.3 3 GCTGCAATTAAGAAAGCCAAA
XRCC3 NM_005432 sh107.2 2 CCCAGAATTATTGCTGCAATT
XRCC3 NM_005432 sh107.1 1 GCCTGCTTCTTCTCTCCATAT
XRCC4 NM_022406 sh114.7 7 TGTGTGAGTGCTAAGGAAGCT
XRCC4 NM_022406 sh114.6 6 TATTGCTTGGACACCATTGCA
XRCC4 NM_022406 sh114.5 5 CCTCAGGAGAATCAGCTTCAA
XRCC4 NM_022406 sh114.4 4 CCAGCTGATGTATACACGTTT
XRCC4 NM_022406 sh114.3 3 GCTGCTGTAAGTAAAGATGAT
XRCC4 NM_022406 sh114.2 2 CGGTTTATTCTGGTGTTGAAT
XRCC4 NM_022406 sh114.1 1 GCACATTGAGTTCTAAACTAT
XRCC5 NM_021141 sh194.5 5 CGTGGGCTTTACCATGAGTAA
XRCC5 NM_021141 sh194.4 4 CCTCATATCAAGCATAACTAT
XRCC5 NM_021141 sh194.3 3 CCTGCAATTCTTCTTGCCTTT
XRCC5 NM_021141 sh194.2 2 CGCTTTAACAACTTCCTGAAA
XRCC5 NM_021141 sh194.1 1 GCAGCCCTTGTGATGTGATTA
XRCC6 NM_001469 sh047.5 5 GCTGGATAATCCAGGTGCAAA
XRCC6 NM_001469 sh047.4 4 CCCAAGGTTGAAGCAATGAAT
XRCC6 NM_001469 sh047.3 3 CGTCAGATTATACTGGAGAAA
XRCC6 NM_001469 sh047.2 2 GATGAGTCATAAGAGGATCAT
XRCC6 NM_001469 sh047.1 1 CGACATAAGTCGAGGGACTTT
YY1 NM_003403 sh253.5 5 GACGACGACTACATTGAACAA
YY1 NM_003403 sh253.4 4 CCTCCTGATTATTCAGAATAT
YY1 NM_003403 sh253.3 3 CGATGGTTGTAATAAGAAGTT
YY1 NM_003403 sh253.2 2 CCCAAACAACTGGCAGAATTT
YY1 NM_003403 sh253.1 1 GCCTCTCCTTTGTATATTATT
ZSWIM7 NM_001042697 sh356.5 5 GTCCTTGGAAGTTCCAGTAAA
ZSWIM7 NM_001042697 sh356.4 4 AGCAGTTGACTGACATATTAT
ZSWIM7 NM_001042697 sh356.3 3 GTTTACCTGAGTCAGGTTATG
ZSWIM7 NM_001042697 sh356.2 2 TAGATGACAGAAGGAGTATTA
ZSWIM7 NM_001042697 sh356.1 1 TCGACAGTCCATCACCTTAAT



GFP Neo IPTG
Y
Y

Y
Y



GFP Neo IPTG



GFP Neo IPTG

Y Y



GFP Neo IPTG

Y Y



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG

Y



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG

Y

Y



GFP Neo IPTG



GFP Neo IPTG

Y



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG



GFP Neo IPTG

Y



GFP Neo IPTG


